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Case ID Myositis Myocarditis  Meningoencephalitis  Placentitis ~ Nephritis ~ Pneumonia  Cholangiohepatitis Palpebritis/

conjunctivitis

BC-AHC-01 0 0 0 2 0 0 N/A N/A
BC-AHC-02 2 4 2 2 2 0 N/A N/A
BC-AHC-03 1 1 0 3 1 0 2 1
BC-AHC-04 0 1 0 1 1 0 1 1
BC-AHC-05 NIA NIA N/A N/A N/A NIA N/A N/A
BC-AHC-06 N/A 4 N/A 1 1 0 1 1
BC-AHC-07 0 0 0 0 0 0 1 0
BC-AHC-08 0 0 0 4 0 2 0 2
BC-AHC-09 1 0 N/A N/A 0 1 0 1

Lesions were assessed across various tisue types and were scored based on severity on a scale from 0 (no apparent lesions) to 4 (severe lesions). It is important to note that mixed bacterial or bacterial and fungal or protozoal infections likely contributed to the observed
microscopic lesions.
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Strain ID No. of contigs ~ Genome size GC (%) N50 (Mb) Genome

(Mb) completeness (%)
BC-AHC-01_a 12 24 38.54 16 98.0
BC-AHC-02_a 5 22 38.59 22 99.0
BC-AHC-03_a 13 21 38.68 21 98.0
BC-AHC-04_a 22 25 38.87 15 915
BC-AHC-05_a 17 a3 385 23 95.0
BC-AHC-06_a 10 2 3845 2 97.5
BC-AHC-07_a 31 24 3859 23 97.7
BC-AHC-08_a 18 24 385 09 915
BC-AHC-09_a 14 23 38.66 22 90.0
BC-AHC-09_b 19 24 38.56 23 915

Reference TH11417 (Complete Genome) 1 21 38.65 21 988
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Strains bA rfbB bC tig/ropA  plr/gapA eno SSU98_0978 SAG_R!
BC-AHC-01_a 806 8106 81.82 824 8897 89.82

BC-AHC-02_a 806 8106 8182 8224 8827 90.05

BC-AHC-03_a 806 80.87 81.82 824 89.26 89.82

BC-AHC-04_a 8048 8106 8148 824 89.17 90.13 95.46

BC-AHC-05_a 8048 8079 8148 8224 89.07 899

BC-AHC-06_a 8106 8116 8148 8224 88.77 90.13

BC-AHC-07_a 806 8098 8148 8217 88.27 899

BC-AHC-08_a 8071 8106 8148 8224 8827 899

BC-AHC-09_a 8071 8106 8148 8224 8827 899

BC-AHC-09_b 8048 8116 81.82 8217 8897 899

THI1417 8037 8116 81.82 8224 89.26 90.05

Ad0014 8094 8127 80.64 8256 89.26 90.21 959
Colony612 8071 8106 8145 824 88.87 90.21 95.86
sP-21-2 8071 8116 8148 824 8936 90.21 94.11
P28 8071 8126 8148 824 8887 90.28 959
SUG2384 8117 8116 8148 8217 8857 90.21

A threshold of 80% identity and 80% coverage relative to a reference virulence factor was applied.
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Primers  sequence (5'-3) Product length  Purpose

(bp)
Pl TTGGCAGTCAGTAAAAGGCATTTCTTCATTAATCACATCTTGAGTCTTGAGGTAACTATgtgtaggctggagetgeticg Underline: pipC homologous fragment; Lowercase letters: cat homologous
2 TIGTAAAGGGCATACGTATCGCGTTTIATCTCATTAAGAAAGTATGTTGACGTATTAA Acatatgaatatcctectiag b frogment
P3 TTATCGCCAGAGGTGCTCAATC 554 (no.

recombination)/1,229
(first recombination)/246  Identification of ApipC

P4 GCCCCTTACATTTCCACCAAAG
(secondary
recombination)

P5 CGGGATCCTTGGCAGTCAGTAAAAGG Underline: enzyme cleavage site

501
P6 GCGTCGACCCACCAAAGATTCTGGTCT
) TCGCTTCGCTACTTGGAG

593 Identification of the complemented strain

P8 AAGGAGCTGACTGGGTTG
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Sequence (5

165-F CCAGGGCTACACACGTGCTA
165-R TCTCGCGAGGTCGCTTCT

invH-E CCCTTCCTCCGTGAGCAAA
invH-R TGGCCAGTTGCTCTTTCTGA
orf245-F CAGGGTAATATCGATGTGGACTACA
orf245-R GCGGTATGTGGAAAACGAGTTT
SipA-F CAGGGAACGGTGTGGAGGTA
SipA-R AGACGTTTTTGGGTGTGATACGT
SipB-F GCCACTGCTGAATCTGATCCA
SipBR CGAGGCGCTTGCTGATTT

SrAF CGAGTATGGCTGGATCAAAACA
SrAR TGTACGTATTTTTTGCGGGATGT
SpyBE TGGGTGGGCAACAGCAA

SpvBR GCAGGATGCCGTTACTGTCA
ssaS-F CGCAACTTTTATGGATCGTC
ssaS-R TGTAGCGTTTGGTCCTGTATT
SipC-F TCTGGCAAATAATGTCACGA
SipC-R CGCTCTGGGAAATACTACCG
sopB-F ACCCGCCTGGAATTGTAA

sopB-R GAAAGATTGAGCACCTCTGG
ssaT-F TGCTTATGTCACTTACCTTTCC
ssaT-R AATATCGTACCCATTGTCGC
ssaU-F TATTGCGGTTTGTCTTGGC
ssaU-R GGGATGCAGTTGCGTTCA
sseB-F CTTATCCCAGCAAAATCCG
sseB-R TTAGCAATCACCTCATCCATCT
sseD-F CTTCTTCCACTCCATCTCCC
sseD-R CGTCTGTAAAACATTGACTTGC
SopE2-F TAACACTATCCACCCAGCACT

SopE2-R TTAATACCGCCCTACCCTC
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aracteristics Source

C50336 Salmonella enterica serovar Enteritidis, wild-type This study

ApipCicat A first recombination strain

ApipC. A second recombination strain

ApipC + pipC ApipC-complemented strain

Plasmids

pKD3 Cif, at, FRT The Key Laboratory of Preventive Veterinary

Amp", encodes lambda red genes (xo, beta, gam), arabinose- Medicine, Hebei Province

pKDi6
inducible promoter for expression (ParaB)

pCP20 Amp* and Cm", encode FLP recombinase

PBR322 Amp* and Tet*
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Primers Sequence (5'-3

gapdh-F AGGTCGGTGTGAACGGATTTG
gapdh-R TGTAGACCATGTAGTTGAGGTCA
practin-F TTCAACACCCCAGCCATG
practinR CCTCGTAGATGGGCACAGT
IL-1B-F GACTGTTTCTAATGCCTTCCC
IL-1B-R ATGGTTTCTTGTGACCCTGA
L2 TGAGCAGGATGGAGAATTACAGG
IL2R GTCCAAGTTCATCTTCTAGGCAC
IL4F GGTCTCAACCCCCAGCTAGT
IL-4-R GCCGATGATCTCTCTCAAGTGAT
IL-6F TAGTCCTTCCTACCCCAATTTCC

TTGGTCCTTAGCCACTCCTTC
CTTACTGACTGGCATGAGGATCA
GCAGCTCTAGGAGCATGTGG
ATGAACGCTACACACTGCATC
CCATCCTTTTGCCAGTTCCTC
CCCTCACACTCAGATCATCTTCT

GCTACGACGTGGGCTACAG





