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Treatments Salt stress x Inoculation

Plant height growth rate 3.591*
Leaf net photosynthetic rate 34.696**
above-ground dry weight 2.218

above-ground fresh weight 2.754
Below-ground fresh weight 0.872
Below-ground dry weight 0.351
CAT 0.301

POD 2.604

SOD 4.602*

Soluble sugar content 12.051%*

Transpiration rate 0.070

“*” indicates significant difference at the 0.05 level and “**” indicates significant difference at
the 0.01 level.





OPS/images/fpls.2025.1566470/M5.jpg
e





OPS/images/fpls.2025.1566470/M6.jpg
KARY 000 + 89 3 VI

Soluble sugar (mg/g) = {0

©





OPS/images/fpls.2025.1566470/table1.jpg
Uninoculated Inoculation

ion/(%) Control Group Group

0.30 18 18 36
0.50 18 18 36
0.70 18 18 36

Total 72 72 144
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Number NaCl Concentration (%) D (%) + SE

1 0.00 30.00 + 4.08
2 0.30 40.00 + 4.08
3 0.50 30.00 + 5.78
4 0.70 V 42.50 £ 4.79

Means (n = 40) + standard error (SE) is shown.
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