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racteristics Patients (n = 206)

Age, months 24(1-179)
Sex, male 129 (62.6%)

Symptoms or signs
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Laboratory parameters

‘White Blood Cell Counts (x1019/L) 105453
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Lactate dehydrogenase (U/L) 30544939
C-reactive protein (mg/L) 2704456
Procalcitonin (ng/ml) 103£3.92
Severe pneumonia 86 (41.7%)

Mechanical ventilation 23 (11.2%)
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Suspected PTB N = 90 Suspected EPTB N = 207 Total N = 297 (%)

(%) (%)

Sex Male 60(66.67%) 147 (71.01%) 207 (69.70%)
Female 30(33.33%) 60 (28.99%) 90 (30.30%)

Age <25 10 (11.11%) 19.(9.18%) 29 (9.76%)
25-44 20 (22.22%) 34(16.43%) 54.(18.18%)
1564 37 (@1.11%) 76 (36.71%) 113 (38.05%)
265 23 (25.56%) 78 (37.68%) 101 (34.01%)

IGRA Positive 15 (16.67%) 70 (33.82%) 85 (28.62%)
Negative 72 (80.00%) 132(63.77%) 204 (68.69%)

NA 3(3.33%) 5(242%) 8(2:69%)

Smear Positive 8(8:89%) 2(0.97%) 10 (3.37%)
Negative 82(91.11%) 186 (89.86%) 268 (90.24%)

NA s 19.(9.18%) 19 (6.40%)

Culture Positive 18 (20.00%) 26 (12.56%) 44(14.81%)
Negative 72 (80.00%) 181 (87.44%) 253 (85.19%)

Xpert MTB/RIF Positive 20 (2222%) 27 (13.04%) 47 (15.82%)
Negative 70 (77.78%) 180 (86.96%) 250 (84.18%)

AutoSAT Positive 18 (20.00%) 32 (15.46%) 50 (16.84%)
Negative 72 (80.00%) 175 (84.54%) 247 (83.16%)
Final diagnosis Positive 63 (70.00%) 145 (70.05%) 208 (70.03%)
Negative 27 (30.00%) 62(29.95%) 89 (29.97%)

Specimen Sputum 90 (100%) - 90 (30.30%)
Pleural fluid - 160 (77.29%) 160 (53.87%)

Pus - 13 (6.28%) 13 (4.38%)

Cerebrospinal fluid - 16.(7.73%) 16.(5.39%)

Urine - 6(2.90%) 6(2.02%)

Pericardial effusion - 6(2.90%) 6(2.02%)

Ascites - 3(145%) 3(1.01%)

Biopsy specimen - 2(097%) 2(067%)

Vaginal secretions - 1(0.48%) 1(034%)

PTB, pulmonary tuberculosis; EPTB, extrapulmonary tuberculosis; IGRA, interferon-gamma release assay (IGRA).
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Sensitivity, % (n/N) Specificity, % (n/N) PPV NPV Xpert/

AutoSAT
Xpert AutoSAT Xpert AutoSAT  Xpert AutoSAT Xpert AutoSAT Kappa
Confirmed EPTB. 18.62% 2207% 100% 100% (62/62) 100% 100% (32/32) | 34.44% | 35.43% (27/56) 0766
(27145) (32/145) (62162) (27127) (30/64)
Bacteriologically 8462% | 92.31% (24/26) 100% 100% (4/24)  93.94% | 96.88% (62/64) -
confirmed EPTB (22126) (22/22) (62/66)

EPTB, extrapulmonary tuberculosi

PV, positive predictive value; NPV, negative predictive value.
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Xpert AutoSAT
Pleural fluid 9.65% 14.91%
g a7/114)
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Urine 80% (4/5) 80% (4/5)
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PPV, positive predictive value; NPV, negative predictive value.
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