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DH5a(pMD19-T-

Antibiotic DWO0551 . DH50(pMD19-T) ATCC27853
EEl(YREL)]
streptomycin 1,024 2 2 2 4
ribostamycin 4,096 256 2 <1 1024
gentamicin 2512 2 0.25 0.25 0.5
tobramycin 2512 16 0.5 0.5 1
kanamycin > 4,096 8 1 1 512
Aminoglycosides
sisomicin 2512 8 0.125 0.25 0.0625
amikacin 512 8 1 1 2
netilmicin =64 4 0.0625 0.0625 1
paromomycin 128 4 8 4 512
neomycin 16 2 8 16 8
Aminocyclitols spectinomycin 512 8 8 8 64
| amoxicillin 256 / Y/ / 1,024
piracillin =256 > 256 2256 8 8
penicillin G > 4,096 / / / 2,048
ampicillin 1,024 / / / 512
cefthiophene 1,024 / / / 22,048
cefuroxime 512 £ / / 512
cefazolin 256 /! i / / = 2,048
B-Lactams ceftriaxone 2256 0.0625 0.125 0.0625 32
cefepime 232 0.0625 0.0625 0.016 0.5
cefoxitin 256 / / / = 1,024
cefotaxime 256 / / / 8
ceftazidime ‘ > 2,048 / / / 1
aztreonam >1,024 / / / 2
imipenem 1 4 ¥ / 2
meropenem 2 / / / 0.5
enrofloxacin <1 ! / / /
Quinolones levofloxacin 0.5 <0.025 <0.025 <0.0125 0.5
nalidixic acid 128 / / / 128
tetracycline 16 / / / 4
doxycycline >128 / / / /
Tetracycline
tigecycline 05 / / / 05
oxytetracycline 64 ! / / /
chloramphenicol 128 16 16 I 16 128
Chloramphenicol
florfenicol 128 / / J 64
avermectin 128 / / / /
Macrolides tylosin >2,048 ! / / /
acetylmequine 22,048 / / / /
azithromycin <05 <05 <05 <05 16
erythromycin 8 / / / 128
Lincosamide lincomycin 22,048 / / / e
Sulfanilamide 8 ! / / /
fosfomycin 2512 / / / 8

“/” the test was not performed.
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sisomicin 0.25 +0.03 433 +1.32 (6.13 +2.26) x 10*
ribostamycin 0.17 + 0.004 v 10.05 + 2.45 (1.83 + 0.45) x 10"
netilmicin 0.34 +0.04 . 3.83 +£0.34 (9.08 + 1.83) x 10"
kanamycin 049£008 | 1334907 | (464 + 2.25) x 10°
amikacin 0.46 + 0.08 . 14.08 £ 0.76 V (3.26 + 0.72) x 10*
streptomycin | NA* NA? NA?

“NA, no activity observed.
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Strains or plasmi Functions Reference

Strains

DW0551 The wild-type strain of Brucella intermedia DW0551 This study

DH50 E. coli DH50. was used as the host bacterium for cloning of the aac(6’)-Iaq gene with its upstream promoter region cGMeer

ATCC 27853 Pseudomonas aeruginosa ATCC 27853 was used as a quality control strain for antimicrobial susceptibility testing CGMCCH

DH50(pMD19-T-aac E. coli DH50. carrying the recombinant plasmid pMD19-T-aac(6)-laq This study

(6))-1ag)

DH50(pMD19-T) E. coli DH50: carrying the pMD19-T vector was used as a control strain for the recombinant strain in the drug CGMCCH
susceptibility testing

BL21(pCold I-aac(6)-1aq) E.coli BL21 carrying the recombinant plasmid pCold I -aac(6’)-Iaq This study

Plasmids

PMDI9-T vector T-Vector pMD ™19 (Simple) was used as a vector for cloning of the aac(6)-Iaq gene with its upstream promoter cGMmccer
region, AMP"

pCold 1 pCold I was used as a vector for expression of the ORF of the aac(6')-IVa gene, AMP* CGMCC*

CGMCC, China General Microbiological Culture Collection Center.
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