OPS/images/fmicb-15-1512899/fmicb-15-1512899-t002.jpg
Sample

Stepl

Step2

Step3

st
s2
3
s4
5
s1
s2
3
s4
5
s1
s2
3
s4
5

7.40

7.43

742

7.44

951

915

1009

924

1107

9.78

1000

1105

9.96

11.06

126

108
8
3
101
120 (~4.76%)
144 (33.33%)
127 (53.01%)
114.(0.88%)
210(107.92%)
118 (~1.67%)
128 (~11.11%)
144 (13.39%)
123 (7.89%)
184 (~12.38%)

SMC (%)
1311
1162
1293
13.97
1258

15.15 (15.56%)
18.42(58.52%)
17.50 (35.34%)
14.16 (1.36%)
13.75 (9.30%)
1.76 (~88.38%)
200 (~89.14%)
1.35 (<92.29%)
1.67 (~88.21%)

1.27 (=90.76%)

CEC (cmol/kg)

2203
18.28
1218
17.93
1294
347.73 (1478.44%)
391.46 (2041.47%)
383.77 (3050.82%)
364.40 (1932.35%)
395.84 (2959.04%)
338.09 (~2.77%)
393.78 (0.59%)
266.08 (~30.67%)
324.11 (~11.06%)

27242 (-31.18%)

SOM (%)

496

513

504

528

501
2.72(-45.16%)
3.00 (~41.52%)
276 (~45.24%)
369 (~30.11%)
3.02(~39.72%)
1.56 (—42.65%)
1.79 (~40.33%)
1.87 (~32.25%)
1.85 (~49.86%)

1.64 (~45.70%)





OPS/images/fmicb-15-1512899/fmicb-15-1512899-t003.jpg
Leachable Total Acid- Oxidation Reduction Residual
concentration of  concentration of soluble state (mg/kg) ~ state (mg/kg)  form (mg/

Pb (ug/L) Pb (mg/kg) state (mg/ kg)
kg)
S1 3644.09 533.17 105.54 153.04 250.34 2422
$2 354260 752,66 12111 17930 36298 8925
Stepl 3 343809 55513 110.00 153.28 237.32 54.51
S4 3585.38 77007 121.67 165.82 365.46 17.11
s5 353434 53313 10869 214 9323 2576
S1 311.08 (91.46%) 199.14 (62.65%) 16.59 (84.28%) 19.61 (87.19%) 128.28 (48.76%) 34.64 (—43.02%)
s2 291.95 (91.76%) 311.76 (58.58%) 19.63 (83.79%) 24.17 (86.52%) 155.78 (57.08%) 112.16 (-25.67%)
Step2 S3 19233 (94.41%) 335.38(39.59%) 27.27 (75.21%) 28.03 (81.71%) 148.68 (37.35%) P :::z%)
4 174.18 (95.14%) 269.22(65.04%) 28.76 (76.36%) 32.54 (80.38%) 173.13 (52.63%) 34.78 (70.30%)
S5 231.09 (93.46%) 137.57 (74.20%) 21.12(80.57%) 23.38 (3.15%) 92.43 (0.86%) 0.62 (97.59%)
S1 - 146.85 (72.46%) 1.03 (99.02%) 2.84 (98.14%) 56.12 (77.58%) 86.85 (~258.59%)
s2 - 167.06 (77.80%) 1.03 (99.15%) 0.00 (100%) 68.28 (81.19%) 98.43 (—10.29%)
Step3 3 = 279.76 (49.60%) 6.58 (94.02%) 4.16 (97.29%) 11530 (51.42%) 120
(~181.97%)
S4 — 247.24 (67.89%) 6.92(94.31%) 2.77 (98.33%) 95.27 (73.93%) 142.27 (-21.48%)

s5 - 101.82 (80.90%) 0.00 (100%) 0.00(100%) 1942(79.17%) | 84.82 (~229.27%)
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0.11 mol/L HAc

0.50 mol/L. NH,OH-HCI
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Experimental conditions
Shake at room temperature for 16 h,
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Variable Data set values

SD Min
R - 235 34 188 283
Hi - 126 0.06 120 130
AUC - 563 80 458 670
Amines % 77 16 52 106
Amino acids % 195 19 158 212
Carbohydrates % 47 26 25 274
Carboxylic acids % 278 26 238 313
Miscellaneous % 80 16 57 14
Polymers % 123 18 93 151
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Variable Unit Data set values

SD Min Max

Patch area ha 051 0.50 0.05 144
Coverage % 1635 374 10 220
N plant - 175 40 3 2
Nitree - 28 06 2 4
Nshrub - 42 15 2 7
Nfloor - 105 35 6 16
Ninvasive - 26 14 0 5
Hyu - 12 01 10 13
WHC % DW 1388 69.9 40 267
pH - 717 0.63 5.97 8.15
c % DW 1639 1033 110 3360
N %DW 056 0.30 0.06 111
P % DW 0.08 0.03 0.04 0.13
N - 126 20 105 172
cp - 592 2.2 318 1198
sand % 138 892 5 34
silt % 746 844 57 85
Clay % 16 386 6 17
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Physical Soil layer Plantations

Properties el Fraxinus chinensis Salix matsudana Ulmus pumila
WT WoT WT WoT WT WoT
0-20 148 £0.02% 1.55.£0.03" 177£004% 177 £0.04% 129+005" 151£002%
Soii)bulk el (el 20-40 152£0.02% 1.56.£0.01% 179.£001% 1.75.£0.07% 157+0.03% 149.£0.02%
- 40-60 156 +0.00% 1640024 175£003% 174 009" 161£0.02% 160+ 0.03™
0-20 1820410 142004% 16+0.25" 192019 s1E1200 190,57
NCP (%) 20-40 18£021% 214053 13£0.18% 284036 20£0.10° 16+0.64%
40-60 13+0.39% 15£035% 12+025% 294052 254005 2140340
0-20 3L14026" 2594 107" 345150% 80+155% 380+ 145" 3074071
CP (%) 20-40 272£0.66" 231£075% 25¢ 115" 88+ 164" 290£093% 329+250%
40-60 2824020% 2494092 345077 93£270% 300+ 1.28% 237289
0-20 3294057 2734 108" 515173 99+ 168" 31£052% 3264128
PT (%) 20-40 290+0.85% 25240310 38+1.26% 16+ 177% 309083 3454258
40-60 2964032 2644060 464059 1224288% 326+ 147% 2584255
0-20 2014037% 168+ 101" 204087 464100 2905006 2044071
CHC (%) 20-40 17.9+0.67% 148£051% 14£065" 514119 185+ 0.65" 20+162"
40-60 18.1£0.16* 15.24072% 19+042% 56+194% 187 £0.81% 148£183%
0-20 234060% 17.7 103" 2951024 57411 36+ 112" 2064 111"
SHC (%) 20-40 19.1£082% 16.1£030% 215071 67+ 134" 19.7£0.60% 214166
40-60 19.0£0.22% 16.1£0.52% 264032 7242140 202+098" 162£1.62%

The data are the means  standard deviations; different lowercase leters in the same column indicate significant differences in different sol ayers (p < 0.05), and different uppercase letters in
the same row indicate significant differences before and after thinning (p < 0.05). NCP, noncapillary porosity; CP, capillary porosity; PT; total porosity; CHC, capillary holding capacity; SHC,
saturated holding capacitys WoT, without thinnings W, with thinning,
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Morphological Plantations
characteristics

Fraxinus chinensis Salix matsudana Ulmus pumila
WoT WT WoT WT WoT WT

1335246 1445164 149£ 100" 150£219° 1174222 165+ 283
9.1£045 95097 894032 904045 105£081° 1264099
400,67 454043 254043 28+044' 324067 504072
055001 054002 054002 054001 0.56+0.01° 0512001
073+ 0,04 0644003 0.60+0.02° 0.60+0.03* 092005 078003
0274002 049+ 0.01° 0432002 0.40+0.02° 037001 0312002
031001 031001 019001 0.16+0.01° 0.280.03" 0312001
S 106001 1094003 105£001° 108005 1074002 105002

The data are the mean + standard deviation; different lowercase letters in the same colum indicate significant differences after the same stand density reduction (p < 0.05); H, tree height; C,
crown widih; D, diameter at breast height; BR, breast height form factor; Rhd, ratio of height to diameter; Chr, crown-height ratio; Red, ratio of crown to diameter; S, stem fullness; WoT,
without thinning; W, with thinning.
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Total porosity = (W3 W5 )/ V x100%
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Capillary porosity = (W3 =Wy )/V x100%
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Noncapillary porosity = Total porosity — capillary porosity
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High 1,562 2,996 3836 3877 8 0511
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Correlation network: physicochemical factors and ASVs; Co-occurrence network: ASV.
“Totallinks in the ecological network including both positive and negative links.

‘Average degree, the average number of connections per node in the network.

‘Average path distance,the average of the shortest path lengths between all pairs of nodes in the network.
‘Network diameter, the maximum of the shortest path lengths between all pairs of nodes in the network.
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