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Outcome Baseline 24 weeks p-value
measures

LQ group LH group
(n=17) (n=17)

Primary outcome

DAS28 » 478 + 097 2.76 + 0.98 ‘ 0.000
Secondary outcome
VAS 6.06 + 1.20 3.06 + 1.52 0.000
TJC 6.35 + 3.90 2.53 + 2.53 0.002
SJC 4.06 + 3.01 0.82 + 1.47 0.000
ESR ‘ 28.94 + 19.64 15.00 + 11.96 0.018
CRP 16.27 + 20.52 3.95 + 4.55 0.027
HAQ 1.04 + 0.70 0.29 + 0.35 0.001
PRO ‘ 7.53 +2.29 3.75 + 2.39 0.000
RF 22594 + 284.57 118.94 + 143.38 0.176

LQ group, RA patients before treatment with QRHXD; LH group, RA patients after treatment
with QRHXD; DAS28, Disease Activity Score-28; VAS, visual analogue scale; T/C, tender joint
count; SJC, swollen joint count; ESR, erythrocyte sedimentation rate; CRP, C-reactive protein;
HAQ, health assessment questionnaire; PRO, patient-reported outcome; RF,
rheumatoid factor.
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Pathway Protein

Glucagon signalling pathway FBP1

Galactose metabolism GALE; PGM2

AMPXK signalling pathway FBP1

Amino sugar and nucleotide GALE; CYB5R2;
sugar metabolism PGM2; CMAS

Insulin signalling pathway FBP1

Diabetic cardiomyopathy SDHC

Pentose phosphate pathway FBP1; PGM2
Nonalcoholic fatty liver disease BID; SDHC; MAP3K2
Glycolysis/gluconeogenesis FBP1; PGM2; ALDH9A1
Starch and sucrose metabolism PGM2
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Authority names Scientific name Plant part ratio
Atractylodis Rhizoma Atractylodes chinensis Root 15
Phellodendri Chinensis Cortex Phellodendron amurense Tree bark 9
Smilacis glabrae rhizoma Smilax glabra Roxb Root 30
Lonicerae Japonicae Flos Lonicera japonica Thunb Bud 30
Astragali Radix Astragalus membranaceus (Fisch.) Bge. Root 30
Paeoniae Radix Rubra Paeonia lactiflora Pall Root 15
Dioscoreae Spongiosae Rhizoma Dioscorea futschauensis Uline ex R. Kunth Root 15
Salviae Miltiorrhizae Radix Et Rhizoma Salvia miltiorrhiza Bge. Root 15
Curcumae Rhizoma Curcuma phaeocaulis Val. Root 9
Sinomenii Caulis Sinomenium acutum (Thunb.) Stem 15
Vespae Nidus Polistes olivaceous (DeGeer) Nest 5

Scolopendra Scolopendra subspinipes mutilans L. Koch Body 4
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Name

of compound

Retention
time (min)

Parent ion
(m/2)

Daughter ion
(m/z2)

Chlorogenic acid 295 11.3744 354.309 191.0%/160.7 —55 -30 40
Sinomenine 297 1.7900 | 329.396 207.0/181.0% 90 45 30
Paeoniflorin 357 2.8698 480.46 449.2*/327.0 - 65 =15 40
Calycosin-7-O-glucoside 393 0.1597 446.4 285.1/270.1 60 55 40
Astilbin 4.48 0.5185 450.396 285.0/151.1* - 90 -30 40
Atractylodin 521 0.0751 182.2179 127.2°/99.3 45 25 30
Berberine hydrochloride 723 0.2957 371.81 320.0%/292.0 80 35 | 40
Curcumin 10.51 0.0082 368.38 177.0%/145.0 60 45 40
Tanshinone ITA 11.68 0.0017 294.34 277.3*/249.2 90 25 30

*Quantitative ion.
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Variables Baseline 24 weeks Healthy adults

LQ group (n = 17) LH group (n = 17) ZC group (n = 10)
Age (years) 46.29 + 11.49 46.29 + 11.49 40.80 + 7.04 0368
Female (%) 14 (82.35) 14 (82.35) 6 (60) 0365
Height (cm) 163.06 + 3.93 163.06 £ 3.93 165.60 + 7.55 0371
Weight (kg) 5571 +4.27 56.03 + 4.27 57.90 +9.17 0594
SBP (mmHg) 118.82 + 4.64 117.88 + 4.12 117.10 £ 2.92 0.564
DBP (mmHg) 7853 + 3.47 78.71 + 3.64 78.90 + 3.21 0.964
R 17.76 + 1.68 17.53 + 123 17.00 + 1.33 0418
P 7535 £ 6.15 75.24 £ 5.72 75.50 + 5.89 0.994
T (°C) 3647 +0.22 36.41 £ 0.17 36.34 033 0375
WBC 657 +1.75 6.06 + 1.72 554 +1.23 0291
RBC 440 +0.43 4.28 + 041 413 +0.48 0309
HGB 128.18 + 15.84 130.12 £ 1195 125.60 + 13.44 0718
PLT 252,59 + 52.08 252.00 + 4947 231,60 + 48.15 0524
ALT 15.14 + 6.34 1622 + 526 1581 + 449 0.850
AST 19.49 + 555 19.21 + 5.96 21.80 + 6.48 0516
BUN 433 £ 1.03 423+123 424+ 111 0.957
Cr 5153 = 4.91 49.88 + 10.29 50.50 + 5.46 0.816

LQ group, RA patients before treatment with QRHXD; LH group, RA patients after treatment with QRHXD; ZC group, healthy adults; SBP, systolic blood pressure; DBP, diastolic blood pressure;
R, respiration; P, pulse; T, temperature; WBC, white blood cell; RBC, red blood cell; HGB, haemoglobin; PLT, platelet; ALT, alanine aminotransferase; AST, aspartate aminotransferase; BUN,
blood urea nitrogen; Cr, creatinine.
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