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Disease

Tregs functions

Treatment ele-

ments and drugs

Diabetes (T1D
and T2D)

Metabolic dysfunction-
associated steatotic liver
disease (MASLD)

Inflammatory Bowel
Disease (IBD) and
Colorectal

Cancer (CRC)

Systemic Lupus

Erythematosus (SLE)

Rheumatoid
Arthritis (RA)

Multiple Sclerosis (MS)

Atherosclerosis (AS)

COVID-19

AIDS (HIV)

1: decrease.
1: increase.

Inhibit the production of CD4 and CD8 T cells, as well as inflammatory cytokines IFN-y and
TNF-0, thus leading to the death of pancreatic B cells; absorb lipids to maintain immune
homeostasis and metabolism

Inhibit effector T cells, macrophages and other cells; enhance anti-inflammatory ability;
interaction with NETs weakens precancerous immune surveillance

Some Tregs undergo a transition from an anti-inflammatory state to a pro-inflammatory state;
weaken the response of Thl and CD8 T cells, which are effector T cells involved in anti-tumor
responses, and produce inflammatory factors such as IL-10 and TGF-

Inducing FAO by upregulating CPT1, thereby consuming fatty acids and inhibiting the
differentiation of Th17 cells

Produce anti-inflammatory factor IL-10; inhibit the production of pro-inflammatory factors such
as TNF-0, IL-1B and IL-6, as well as the activation of NF-kB; reduce pathogenic Th17 cells;
alleviate inflammation; reduce joint damage

Inhibit the production of effector T cells and inflammatory factors such as IFN-y, IL-6 and IL-23
in the central nervous system; do not inhibit the production of IL-17

Secrete IL-10 and TGE-B; inhibit IFN-y and other inflammatory factors secreted by macrophages;
downregulate scavenger receptor; reduce cholesterol absorption; inhibit DC via CTLA-4

Increase PD-L1 expression

‘Weaken the immunosuppressive activity of HIV-specific CD8 T cells and their ability to inhibit
HIV replication via cAMP

Metformin,
Rapamycin, Pioglitazone

PSTi8

Rapamycin, anti-CTLA-4,
anti-PD-1

Metformin, 2-DG, KN-93,
Rapamycin, Sirolimus,
Pioglitazone, Statins, NAC

Mg, MTX, DHA, PR-957,
Smad7, JPH203

2-DG, Statins

Statins, ApoAl, Arginine
Anti-TNF-0, Anti-IFN-y,

Anti-IL-6, Dexamethasone

ART
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Accession Description Coverage Peptides PSMs Unique Protein . Peptides (by Search  Abundance:

4] Peptides  Groups Engine): Mascot  F14: Sample
AOALUSITGY Outer membrane protein HopQ / Omp27
OS=Helicobacter pylori $$1 OX=102617 GN=hopQ 43 19 30 8 1 638 694 9.07 19 1290995575
PE=4 §V=1
AOALUSIVK? | Vacuolating cytotoxin autotransporter OS=Helicobacter
oylor 55t OX=103617 GNovach PBd SV 35 30 33 2 1 1312 419 875 30 2253064075
AOALUSIUB? Flagellin OS=Helicobacter pylori $51 OX=102617
GNTRA PRS SV 61 23 59 2 1 510 532 643 2 1621044629375
AOAIUIISOL Urease subunit beta OS=Helicobacter pylori SS1 % o 13 = i w5, | éi% i 0 S s

OX=102617 GN=ureB PE=3 SV=1
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Accession Description Coverage Peptides PSMs  Unique Protein AAs MW calc. Peptides (by Search  Abundance:

[%] Peptides ~ Groups [kDa]  pl Engine): Mascot F7: Sample

AOAIY3DZ56 | Uncharacterized protein OS=Helicobacter pylori SS1 9 1 2 1 1 66 77 9.94 1
OX=102617 GN=X568_06790 PE=4 SV=1

AOAIUIIVK? 18607 resolvase OrfA OS=Helicobacter pylori SS1 3 1 1 1 1 27 | 251 9.03 1 13230317
OX=102617 GN=HPYLSS1_00302 PE=4 SV=1

AOAIY3EILA | Plasmid stabilization protein OS=Helicobacter pylori 1 1 1 1 1 543 619 9.16 1 6487167
SS1 0X=102617 GN=X568_02515 PE=4 SV=1

AOAIU9IS9S  Protein RecA OS=Helicobacter pylori $$1 OX=102617 2 1 1 1 1 M7 376 566 1
GN=recA PE=3 V=1

AOAIU9IT63 GMP reductase OS=Helicobacter pylori $S1 2 1 1 1 1 325 359 853 1

AOALUSITDI | Protein translocase subunit SecA OS=Helicobacter 1 1 1 1 1 865 9 591 1 200291171875
pylori S51 OX=102617 GN=secA PE=3 SV=1
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Gene assayed Primer sequence (5'-3’)

CHMP5 5-GATGAGAGAGGGTCCTGCTAAG-3'
5-CAGGTTGTCTCGCTGTTGCTCA-3'

JNK 5-CGCCTTATGTGGTGACTCGCTA-3'
5-TCCTGGAAAGAGGATTTTGTGGC-3 '

Bcl-2 5'-CCTGTGGATGACTGAGTACCTG-3 "
5' - AGCCAGGAGAAATCAAACAGAGAGG-3'

GAPDH 5'-CATCACTGCCACCCAGAAGACTG-3'
5-ATGCCAGTGAGCTTCCCGTTCAG-3'
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