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Methods

Prick and intradermal test

Technique

Prick: 50 mg/ml
Intradermal: 0.005 mg/d,
0,05 mg/dl, 0.5 mg/dl.

Positivity criteria

Prick: 3 mm greater than the
diluent control

Intradermal: 3 mm greater than the
diluent control

Reference

Prick and intradermal test

Prick: 50 mg/ml
Intradermal: Not specified

Prick: progesterone wheal to
histamine wheal ratio: >1
Intradermal: Initial wheal diameter
increased by 23 mm after 15—

20 min

Senila et al.

Intradermal test

Intradermal: 5 mg/ml

Intradermal: 5 mm greater than
saline control

Alonso et al.

Prick, intradermal and challenge test

Prick: 50 mg/ml
Intradermal: 0.05 mg/dl,
050 mg/dl, 5 mg/dl
Intramuscular challenge:
50 mg.

Prick and Intradermal: 3 mm
greater than saline control
Intramuscular challenge: clinical
‘manifestations in the first hour
after application

Montoro et al.

delayed intradermal test

50 mg/dl

Not specified

Garcia et al.

Prick and intradermal test with
medroxyprogesterone

Prick: 20 and 2 mg/dl
Intradermal: 0.002 mg/dl
Autologous serum: In
luteal phase

Not specified

Chamorro-
Parcja et al.

[Skin prick testing (SPT) and intradermal (ID)]:
progesterone 50 mg/ml (SPT undiluted; ID 1: 10
000, 1: 1,000, 1: 100)

Progesterone

Prick: 50 mg/ml
Intradermal: 0.005 mg/ml,
0.05 mg/ml, 0.5 mg/ml
Estradiol

Prick: 25 mg/ml
Intradermal:

0.0025 mg/ml,

0.025 mg/ml, 0.25 mg/ml

Compared with positive control
(histamine), criteria for positive
non specified
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Patients

Age (median, years)

All

=214 (%)
42 (IQR 14-62)

Children
=64 (%)
6 (IQR

Adults

n=150 (%)
1) | 55 (IQR 38-67)

Female

Reactions

Suspected penicillin

133 (62%)
All

=216 (%)

33 (51%)

Childr
n=64 (%)

100 (66%)

Adults

n=152 (%)

Amoxicillin 123 (57%) 51 (80%) 72 (47%)
Amoxicillin/Clavulanate 46 (21%) 11 (17%) 35 (23%)
Unknown 33 (15%) 0.(0%) 33 (22%)
Piperacillin 12 (5.5%) 2 (3%) 10 (7%)
1 (0.5%) 0 (0%) 1(0.7%)
Cloxacillin 1(05%) 0 (0%) 1(0.7%)
Associated non-penicillin 41 (19%) 8 (125%) 33 (22%)
suspected drug
cl ical phenotype
Immediate 49 (23%) 7 (11%) 42 (28%)
Delayed 56 (26%) 19 (30%) 37 (24%)
Undetermined 109 (51%) 38 (59%) 72 (48%)
Anaphylaxis (ring) 28 (13%) 1(2%) 27 (18%)
Grade I 17 (8%) 0 (0) 17 (11%)
Grade Il 6 (3%) 00 6 (4%)
Grade IV 0(0) 0(0) 0(0)
Unknown 5(2%) 1(2%) 4 (3%)
SCAR 9 (4.2%) 0 (0%) 9 (6%)
AGEP 9 (4.2%) 0 (0%) 9 (6%)
DRESS 0 (0%) 0 (0%) 0 (0%)
TEN/SJS 0 (0%) 0 (0%) 0 (0%)
Reaction within the last 5 130 (60%) 55 (86%) 75 (49%)
years
Treatment
Yes 77 (36%) 23 (36%) 54 (36%)
No 30 (14%) 11.(17%) 19 (12%)
Unknown 109 (50%) 30 (47%) 79 (52%)
Positive allergy tests 52 (24%) 3 (5%) 49 (32%)
Skin-test 47 (22%) 2.(3%) 45 (30%)
Drug challenge 5(2%) 1(2%) 42%)
PEN-FAST23 points 120 (56%) 44 (69%) 76 (50%)
Allergy” (true positive) 35 (30%) 2 (5%) 33 (43%)
No allergy (false negative) 85 (70%) 42 (95%) 43 (57%)
PEN-FAST<3 points 96 (44%) 20 (31%) 76 (50%)
Allergy® (false negative) 17 (18%) 1(5%) 16 (21%)
No allergy (true negative) | 79 (82%) 19 (95%) 60 (79%)

SCAR, severe cutaneous adverse reaction; AGEP, acute generaized exantheratous
pustulosis; DRESS, drug reaction with ecsinophiia and systemic symptorns; TEN/
535, toxic epidermal necrolysis/ Stevens Johnson syndrome. QR interqartie range

*positive penicillin allergy tests positive skin test or drug challg
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Score value

21 n=145/152 0 1[0,93-1] 0,07 [0,03-0,14] 0,34 [026-0,42] 1(059-1]

22 n=87/152 10 0,30 [0,66-0,90] 0,53 [0,43-0,63] 045 [034-0,56] 085 [0,74-092]
>3 n=76/152 16 0,67 [0,52-0,80] 0,58 [0,48-0,68] 043 [0,32-0555] 0,79 [0,68-0,87]
24 n=26/152 31 037 [0,23-0,52] 092 [0,85-0,97) 0,69 [0,48-0,86] 0,75 [0,67-0,83]

FN, false negative; Se, sensitivity: Sp, specificity: PPV, positive predictive value: NPV, negative predictive value, All estimations are provided with 95% confidence intervals,
Bk vl coraspeviibs the thnasholdprapssetl B Trubsns st al:
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IHSR | Positive penicillin allergy tests AuC? Sensi Specificity PPV®

Trubiano et al. (6) n=622 | 43% 58 (93%) 0,75 [0,68-081] | 0,71 [0,57-0,82] | 0,78 [0,75-0,82] | 0,25 [0,19-0,33] | 0,96 [0,94-0,98]
Trubiano et al. (6)* n=334 | 39% 48 (15%) 0.73 [0.66-0.81] | 0.87 [0.75-0.95] | 0.40 [0.34-0.46] | 0.20 [0.14-0.26] | 0.95 [0.89-.0.98]
Trubiano et al. (6)° n=80 | 21% 27 (34%) 0,78 [0,68-088] | 0,70 [0,50-0,86] | 0,85 [0,72-0,93] | 0,70 [0,50-0,86] | 0,85 [0,72-0,93]
Trubiano et al. (6)° n=531 | 21% 19 (4%) 0,74 [0,62-086] | 0,74 [0,05-0,91] | 0,60 [0,55-0,64] | 0,06 [0,03-0,10] | 0,98 [0,96-0,99]
Piotin et al. (9) n=142 100%. 94 (66%) 0,86 [0.79-0,92] | 0,56 [0,41-0,71] | 0,98 [0,93-1] | 0,81 [0,73-0,88] | 0,93 [0,77-0,99]
Castagna etal. (12) n=252 | 24% 27 (11%) 072 [UKN] | 065[UKN] | 068[UKN] | 023[UKN] | 093 [UKN]

Suetal. (10) n=120 UKN 4(3.4%) 088 [0.84-092] | 100 [0.40-1.00] | 0.76 [0.67-0.83] | 0.12 [0.03-0.29] | 1.00 [0.96-1.00]
Hanniet et al. (2024) n =152 | 28% 49 (32%) 0,71 [0,63-080] | 0,67 [0,52-0,80] | 0,58 [0,48-0,68] | 043 [0,32-0,55] | 0,79 [0,68-0,87]

*Perth cohort.

“Sydney cohort.

“Nashville cohort.

"AUC, area under the curve.

°PWV, positive predictive value.

'NPV. negative predictive value: IHSR, immediate hypersensitivity reaction: UKN, unknown.
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