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Functional trait length Treatment

(mm)

Body length 135 £ 0.03a 141 £ 0.02a 135 £ 0.03a 1.34£0.03a

Body widih 03900200 0422001 0360016 036+ 0,02

Antenna length 053+ 0.02b 0.58 + 0.02ab 0.60 £ 0.02a 0.55 + 0.03ab
Fore leg length 0.36 +0.02a 0.39 £ 0.01a 0.35£0.01a 0.35+0.02a

Middle leg length 045002 0460012 0460020 0422002
Hind leg length 0.62 + 0.03ab 0.68 +0.02a 0.63 + 0.02ab 0.57 £ 0.03b

Data were presented as mean + standard error (SE), and the different lowercase letters indicate the statistical significance (p < 0.05). Functional traits (i = 20).
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a-diversity
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Data were presented as mean  standard error (SE), and the different lowercase letters indicate the statistical significance (p < 0.05). Abundance (n = 9), Chao 1 index and Shannon index
(n=3).
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Primer name
mo-VEGF-F
mo-VEGF-R
mo-ASC-F
mo-ASC-R
mo-GAPDH-F

mo-GAPDH-R

)
ACAGAAGGGGAGCAGAAAGC

Primer sequence (5'

GCTGGCTTTGGTGAGGTTTG
GCCATGGACCTCACTGACAA
TTGGTGGTCTCTGCTCGAAC
TTCACCACCATGGAGAAGGC
AGTGATGGCATGGACTGTGG
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Primer name

hsa-miR-223-3p-RT CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTGGGGTAT
hsa-miR-223-3p-F ACACTCCAGCTGGGTGTCAGTTTGTCAAAT

hsa-miR-20a-5p-RT CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTACCTGC
hsa-miR-20a-5p-F ACACTCCAGCTGGGTAAAGTGCTTATAGTGC

universal primer -A TGGTGTCGTGGAGTCG

U6-F CTCGCTTCGGCAGCACA

U6-R AACGCTTCACGAATTTGCGT
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Metabolite

Number Rt. min. m/z name Formula INCHIKEY

1 Negative 8989 15312506 Terpineol-4 M- H)- CHiO WRYLYDPHFGYWKC-UHFFFAOYSA-N

2 Negative 13701 99.00613  Succinic anhydride [M-HO-H]"  CHO, RINCXYDBBGOEEQ-UHFFFAOYSA-N

3 Negative 6.295 19404202 Salicyluric acid M- H- CHNO,  ONJSZLXSECQROL-UHFFFAOYSA-N

4 Negative 6179 esomss | e M-H)" CuHxOp | OVSQVDMCBVZWGM-QSOFNFLRSA-N
3-0-glucoside

5 Negative 5.861 19206271 Phenylacetylglycine M-H)- CoHyNO, | UTYVDVLMYQPLQB-UHFFFAOYSA-N

6 Negative 6330 57916412 Naringin M-H)" CyHu0, | DEPMSGMNTNDNHN-UHFFFAOYSA-N

7 Negative 0853 24503946 Glycerophosphoglycerol | [M—H]— CHOP | LLCSXHMJULHS/N-OLQVQODUSA-N

8 Negative 7.092 18306276 Genipic acid M- H]- CHL0, KWBASGHXHPTPGU-UHFFFAOYSA-N

9 Negative 5708 7872583 Eleutheroside E [M+FA-H]"  CH,O,  FEDULTAFAQRACT-XKBSQSBASA-N

10 Negative 5609 41509717 Daidzein-8-C-glucoside | [M — H]~ CuHyO, | HKEAFJYKMMKDOR-UHFFFAOYSA-N

n Negative 1131 13301071 D-(+)-malic acid M- H]- CHO, BJEPYKJPYRNKOW-REOHCLBHSAN

12 Negative 7178 26312500 CADDA | [M—HJ" CiHyO,  JLIDBLDQVAYHNE-WEYXYWBQSA-N

13 Negative 6295 sty | ADROlaie CsHxOp | UFCLZKMEXSILNL-RVXRWRFUSA-N

acid

3-(2-Hydroxyphenyl)
1 Negative 6613 165.05206 M- H]- CH O CJBDUOMQLEKVQC-UHFFFAOYSA-N
propionic acid

15 Negative 5653 15301595 2,5-Dihydroxybenzoate | [M — H] CHO, WXTMDXOMEHJXQO-UHFFFAOYSA-N
23-Dihydroxy-2-[(4-

16 Negative 5049 25504716 hydroxyphenylmethyl] | [M ~ H]" CH,0, TUODPMGCCJSJRH-KWQFWETISA-N
butanedioic acid
1H-Indol-3-

17 Negative 5.827 211.99826 M-H]- GHNOS BXFFHSIDQOFMLE-UHFFFAOYSA-N
Yloxidanesulfonic acid
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Number i " Metabolite name  Adduct. type Formula INCHIKEY

1 Positive 13328 8104522 Pyrimidine M+H] CHN, CZPWVG]YEJSRLH-UHFEFAOYSA-N

2 Positive 0.539 8004992 Pyridine M+H)* CHN JUJWROOIHBZHMG-UHFFFAOYSA-N
3 Positive 4501 13713211 Myrcene M+H])* CuHie UAHWPYUMFXYF]Y-UHFFFAOYSA-N
4 Positive 0.568 8807614 Morpholine M+H]' CHNO YNAVUWVOSKDBBP-UHEFFAOYSA-N
5 Positive 4501 15312703 Camphora M+H]) CH,0 DSSYKIVIOFKYAU-XCBNKYQSSA-N

6 Positive 0.554 12703881 1,2,3-Trihydroxybenzene (M + HJ* CHO; 'WQGWDDDVZFEDIG-UHFFFAOYSA-N

7 Positive 0.554 27717914 [6]-Gingerol [M+H-HO" | CpH,O, NLDDIKRKFXEWBK-UHFFFAOYSA-N
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Number

Metabolite name Formula

INCHIKEY

Negative
Negative

Negative

13649

13649

11431

179.0527
1510578

3101644

D-Galactose (M- HJ- CHL0,
Arabitol(D) [M-H]- CH,05
(+)-Triptophenolide (M- HJ- CuH 0,

WQZGKKKJIJFFOK-PHYPRBDBSA-N
HEBKCHPVOIAQTA-IMJSIDKUSA-N
KPXIBWGPZSPABK-FXAWDEMLSA-N
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Metabolite

Number Formula  INCHIKEY
1 Positve | 5029 177.0907 :4(:: ‘H N CuHLO; OJYLAHXKWMRDGS-UHFFFAOYSA-N
2 Positve | 7219 | 4611054  Wogonoside M+ H]* CoHO, LNOHXHDWGCMVCO-NTKSAMNMSA-N
3 Posive | 2764 1130346 Unacil [M+H]'B CHN. ISAKRJDGNUQOIC-UHFFFAOYSA-N
4 Positive | 7.125 4191689 Syringaresinol M+ H)' CaHa O KOWMJRJXZMEZLD-UHFFFAOYSA-N
5 Positive | 5575 2981432 Stepharine M+ HJ' CuHyNO, | OGJKMZVUJJYWKO-UHFFFAOYSA-N
3 Posive | 5746 323119 Salidroside (M +NaJ* CuH0; ILRCGYURZSFMEG-RKQHYHRCSA-N
7 Positive | 2525 1210647  Phenylacetaldehyde M+ H]* CHO DTUQWGWMVIHBKE-UHFFFAOYSA-N
8 Positive | 5765 | 4831474 Paconolide [M+NaJ* CauOn IDZZECHGWAZTIB-NYBIBFQCSA-N
9 Positve 5012 1521068  Norephedrine M+ H)* CHNO DLNKOYKMWOXYQA-VXNVDRBHSA-N
10 Positive | 5268 1801377 N-Methylephedrine M+ H]* C.HNO FMCGSUUBYTWNDP-ONGXEEELSA-N
1 Positive | 5312 3602523 Napelline M+ H]) CuHNO,  AZAZKLKDEOMJBJ-UHFFFAOYSA-N
12 Posive 5113 4862679  Mesaconine M+ H])* C.HyNO,  GQRPJUIKGLHLLN-UHFFFAOYSA-N
13 Positive | 6969 3011045  Meranzin hydrate [M+NaJ* CiiOs KGGUASRIGLRPAX-UHFFFAOYSA-N
4 Positve | 13762 1800015 Maltoxazine :4(:: ‘H N CuHNO;  MTHASAHNRVEFOM-UHFFFAOYSA-N
15 Positive | 5503 247.1430  Lenticin M+ H]) CHN.O;  AOHCBEAZXHZMOR-UHFFFAOYSA-N
16 Posive | 5722 3382005 Laudanosine [M+H]* C.HyNO, | KGPAYJZAMGEDIQ-KRWDZBQOSA-N
17 Positve 5283 4082725 Isotalatizidine M+ H)' CuHyNO: | RBSZCNOWHDHRFZ-CFIAAHPSA-N
18 Positive | 6315 1620907 Indole-3-cthanol M+ H) CH,NO MBBOMCVGYCRMEA-UHFFEAOYSA-N
19 Positve 7146 4663147  Glycocholicacid [M+HJ' CHNO,  REDAIACWWDREDC-FRVQLISFSA-N
2 Posive | 7344 1691220 Geranicacid M+ H)* Cuis0: ZHYZQXUYZJNEHD-UHFFFAOYSA-N
21 Positive 8071 269.0803  Formononetin M+ H]) C1:0, HKQYGTCOTHHOMP-UHFFFAOYSA-N
2 Positive | 10755 3383408  Erucamide [M+HJ' CHNO UAUDZVJPLUQNMU-KTKRTIGZSA-N
23 Posive 10067 | 297.1471  Cryptotanshinone M+ H)* Cuts0, GVKK]JOMQCNPGB-TQLQIEISA-N
2% Positive | 6347 3071159 Cimifugin M+ H) CHi,0; ATDBDSBKYKMRGZ-UHFFFAOYSA-N
2 Positive | 5317 316152  Cephalotaxine M+ HJ' CuHuNO, | YMNCVRSYJBNGLD-KZNAEPCWSA-N
2 Posive 5389 3582360  Bullatine G M+ H)* CuHyNO,  CBOSLVQEGANWTL-JAQKJRLSSA-N
27 Positive | 7.087 2931004  Benzyl glucopyranoside  [M + Nal’ CiiOs GKHCBYYBLTXYEV-UJPOAAIJSA-N
23 Positive 9384 3080906  Arborinine [M+NaJ* CHNO, | ATBZZQPALSPNME-UHFFFAOYSA-N
2 Posive 2104 1580921 Amphetamine (M +Nal* CHN KWTSXDURSIMDCE-QMMMGPOBSA-N
30 Positive | 7183 2471319 Abscisate :'(;]H N CH0, JUIDBLDQVAYHNE-WEYXYWBQSA-N
31 Positve | 11143 | aiozzs | CTHEOVOIEIAST Ly gy CaH0, MQBFFYQCZCKSBX-UHFFFAOYSA-N
hexamethoxyflavone
32 Positve | 7.146 3131035 57-Dimethoxy-2-(4  [M+H]' Cu, 0, ZXJJBDHPUHUUHD-UHFFFAOYSA-N
methoxyphenyl)-4H-
chromen-4-one
3 Positive | 5156 | 148.1114 5,678 Tetrahydro-d- | [M+CHOH+  CHuN LGYCOYCCCKHXGC-UHFFEAOYSAN
methylquinoline H*
3 Positive | 6594 1350436 4-Methoxybenzoate M+H- CHO, ZEYHEAKUIGZSGI-UHFFFAOYSA-N
H,0]"
35 Positive | 5832 2200594  34-Dihydroxy-L- [M+NaJ* CH,NO, WTDRDQBEARUVNC-LURJTMIESA-N
phenylalanine
3% Posive | 6312 | 1370593 2-Hydroxyacetophenone | [M + H] CHO, ZWVHTXAYIKBMEE-UHFFFAOYSA-N
37 Positive | 7.087 | 4611053 (25384S5R69)345 | [M+H]' C.Ha0p LNOHXHDWGCMVCO-NTKSAMNMSA-N
triydroxy-6-(5-
hydroxy-8-methoxy-4-
Oxo-2-phenylchromen-
7-Yhoxyoxane-2-
carboxylic acid
38 Positive | 8213 | 2770058 (28)-4-hydrowy2-(2- | [M+H] Cil, 0, LJSWMDKKEBOERP-UHFFFAOYSA-N

hydroxypropan-2-Y1)-7-
methyl-2,3-
dihydrofuro[3,2-G]

chromen-5-one





