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Cropping pH Porosity Bulk Water Organic Available Available

Available
nitrogen
(mg/kg)

pattern (%) density  content matter (g/kg)  potassium phosphorus
(g/cm?) (V4] (mg/kg) (mg/kg)

M 4502018b  3378+050b  163:01la 188940402 1954123 15635 + 1097 19054529

MD 4933003 37058235  L41£014b 2036410k 2358+ 18% 16301 £ 10450 5175+ 1.89%

Values in the table are mean + standard deviation, and different lowercase letters in the same column indicate significant differences between treatments (p < 0.05).

9557 £4.16b

11783922
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Cropping Plant Stem Yield (kg/

pattern height diameter per plant)
M 1.56 £0.12a 30.22 + 4442 1.64 £ 0.39b
MD 178 £0.23a 3475+ 9.25a 247 £ 1.10a

Values in the table are mean + standard deviation, and different lowercase letters in the same
column indicate significant differences between treatments (p < 0.05).
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Class Compo BA (ng/g) 0g2FC Type
Amino acids Glutamine 145.89 £ 81.04 3025.07 + 24672 437 up
Amino acids L-Asparagine 0£0 118361 £ 14191 / wp
Amino acids L-Alanine 0£0 4398.55 £ 594.58 / wp
Amino acids L-Leucine 65919 109.63 2449.64 £ 10012 189 wp
Amino acids 814.46 £ 7359 176049 + 11755 111 up
Amino acids Serine 0£0 2581.03 £ 17623 / wp
Amino acids ‘Threonine 4995+ 2688 219156 + 14396 5.46 up
Amino acids Tyrosine 267+ 4631 3350.08 + 372,02 365 up
Nucleotides and their

metabolites UDP-GIcNAC 0£0 106.82+2.89 / wp
Nucleotides and their

metabolites Uracil 34135 £ 1378 13252 14,85 -137 down
Nucleotides and their

‘metabolites Guanosine 135412622 1256.88 +52.74 321 up
Nucleotides and their

metabolites Adenine 37121608 199921 56,36 243 wp
Nucleotides and their

metabolites Inosine 8688113 191524916 114 wp
Organic acids and

their derivatives Oxaloacetate 00 25221445 1 up
Organic acids and

their derivatives Succinic Acid 21595 3162 3839+ 14055 083 ns
Phosphate sugars D(+)-Glucose 19717.77 £ 217252 383091.1 £ 2144691 428 wp

Type” indicates asignificantly higher (up) or lower (down) concentration of the metabolite in DIBA samples compared with BA samples (P < 0.05), with ns indicating no significant
difference.
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pe Formula Compound p- value Log2FC

Acid CH.0, Carbonic Acid 1 3656-05 133
Acid CHNO, NN-dimethyl-Carbamic Acid 9.89E-07 -160
Acid CHO, Lactic Acid 136E-07 184
Acid CHO, Hydroxy-Acetic Acid 1.28E-05 455
Acid CHO, 3-hydroxy-Butanoic Acid 102E-05 371
Acid CHO, Butanedioic Acid 276E-05 637
Acid CHO, Fumaric Acid 1.83E-06 570
Acid CHNO, 4-Aminobutanoic Acid 6.09E-06 1570
Acid CHO, Vanillic Acid 7.208-06 718
Acid CuHL0, Cis-Vaceenic Acid 5298-06 -138
Acid CuHLO; Tetracosanoic Acid 1.50E-06 229
Alcohol CH,O, Glycerin 126E-05 212
Alcohol CHLO, Myo-Tnositol 1 159E-04 262
Alcohol CiHiuO, Scyllo-Tnositol 1.90E-06 22
Alcohol CHLO, Myo-Inositol 3 425E-05 348
Alcohol CuHO 1-Octadecanol 107E-07 -127
Alcohol CaHLO Ergosterol 282E-06 -117
Alcohol CuH©O Stigmasterol 2 6.08E-05 -106
Alcohol CaHL0 f-Sitosterol 1 7.008-07 -146
Amine CHN.O 2-amino-N-cyclopropylacetamide 3.856-03 208
Aromatics CHNO 4-hydroxy-Benzonitrile 250E-05 360
Carbohydrate CHLO, D-Galactose 2 496E-06 9.27
Carbohydrate CHLO, d-Arabinose 2 177605 618
Carbohydrate CHLO, Xylulose 712607 558
Carbohydrate CHLO, D-Arabinitol 2 2.14B-05 475
Carbohydrate CHLO, Rhamnose 2978-05 438
Carbohydrate CH,L0, D-Allofuranose 647E-04 387
Carbohydrate CHLO, Fructose 2 LI4E-04 386
Carbohydrate CHLO, D-Allose 1 4358-05 558
Carbohydrate CHLO, D(+)-Talose 1 339E-08 563
Carbohydrate CHLO, D-Allose 2 3.43E-06 6.56
Carbohydrate CHLO, Sorbitol 1 137608 574
Carbohydrate CHNO, N-Acetyl-D-glucosamine 1 434E-05 568
Carbohydrate CHLO; Galacto-heptulose 2 480E-05 546
Carbohydrate CHLO, D-Mannitol 2 5546-05 665
Carbohydrate CyHLO, 4-(2-MethylbutanoyD)Sucrose 751E-06 799
Carbohydrate CuH0, $-D-galactopyranosyl-4-O-p-D-Glucopyranose 1 362E-05 351
Carbohydrate CuHLO, f-Gentiobiose octamethyl 123604 175
Heterocydlic compound CHNO, 2-(2-Tsopropyloxazolidin-3-yl)ethan-1-ol 1.68E-04 101
Heterocyclic compound CHNO, 2-Piperidinecarboxylic acid 149E-04 890
Heterocyclic compound CHNO, Uridine L17E-04 551
Lipid CiHa, 4,6-dimethyl-Undecane 109E-04 177
Lipid CaHO; 9(E),11(E)-Conjugated linoleic acid, ethyl ester 1.28E-04 -335
Nitrogen compounds CHN,0, Hydroxyurea 2226-05 -113
Others CuHNS Sulfonium, (cyanoamino)diphenyl-, hydroxide, inner salt 5.14B-04 -149

Others CuHuFN 3-Trifluoromethylbenzylamine, N,N-dinonyl 135E-02 142





OPS/images/fmicb-16-1510904/fmicb-16-1510904-t002.jpg
Class Compounds BA (mg/g) DIBA (mg/g) 0g2FC Type

Disaccharide Cellobiose 050 2542416 / wp
Disaccharide “Trehalose 1907.04 + 101.25 2166.48 + 654.48 0.18 ns
Disaccharide Sucrose 2443+ 141 6.66 +0.25 -1.87 down
Disaccharide Maltose 741£037 20.56 +1.23 147 up
Monosaccharide 1,5-Anhydroglucitol 1842+ 1.89 16.65 + 0.69 =0.15 ns
Monosaccharide D-Xylulose 251018 312017 030 ns
Monosaccharide D-Xylose 7474023 1662051 L1s wp
Monosaccharide Xylitol 451014 6.64£0.17 0.56 ns
Monosaccharide L-Rhamnose 747£021 7.61£0.14 0.03 ns
Monosaccharide Inositol 10680.23 1339:0.67 033 ns
Monosaccharide D-Glucuronic acid 6254013 601009 005 ns
Monosaccharide Glucose 27.61+1.27 510.04 +38.37 421 up
Monosaccharide D-Fructose 275£0.15 461043 0.74 ns
Monosaccharide D-Arabinose 8174025 947019 021 ns
Monosaccharide D-Arabinitol 6.25+0.49 6.37£0.22 0.03 ns
Monosaccharide D-Mannose 00 12.02+0.44 ¥’ up
Monosaccharide D-Galactose 040 92202 / wp

“Type" indicates a significantly higher (up) or lower (down) concentration of the metabolite in DIBA samples compared with BA samples (p < 0.05), with ns indicating no significant
difference.






