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31,301-32,260

Primer
HVR-F
HVR-R

Penton-F

Penton-R
Fiber-F
Fiber-R

Fiber-CR

Primer sequence
5-CAGGATGCTTCGGAGTACCTGAG-3'
5-TTTCTGAAGTTCCACTCGTAGGTGTA-3'
5-CTATCAGAACGACCACAGCAACTT-3'
5-TCCCGTGATCTGTGAGAGCRG-3'
5.CCCTCTTCCCAACTCTGGTA-3'
5-GGGGAGGCAAAATAACTACTCG-3'

5-GAGGTGGCAGGTTGAATACTAG-3'

Position
14,152-14,175
15,384-15,404
18,473-18,495
20,132-20,157
31,180-31,199
32,311-32,332

32,311-32,332

Length(bp)

1,253bp

1,685bp

1,153bp(B)/1,519bp(E)

2,027bp(C)
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Univariate logistic regression Multivariate logistic regression

OR 95% CI p-value aOR 95% ClI p-value

Clinical factors

Age > 55 years 0.56 0.27, 1.11 0.109 0.63 0.29, 1.30 0.224
Male sex 1.06 0.57, 1.92 0.859

Adequate level of exercises* 135 0.75, 2.46 0.315

Diet (rPDQS score at 3™ tertile) 0.83 0.45, 1.51 0.548

Smoking 0.26 0.01, 1.37 0.198

Overweight or obese 093 0.52, 1.68 0.817

Diabetes mellitus 0.18 0.01, 0.94 0.105 0.20 0.01, 1.08 0.132
Triglycerides 132 0.81,2.13 0.250

Total cholesterol 1.05 0.77, 1.42 0.778

Low-density lipoprotein 113 078, 162 0.506

Hepatic steatosis 110 0.60, 1.99 0.746

Proton pump inhibitor use 0.68 0.22, 1.76 0.460

Antibiotic use 047 0.11, 1.45 0.238

High relative abundance of gut bacterial species'

Ruminococcus bicirculans 1.95 1.08, 3.57 0.028 1.87 1.02, 3.51 0.046
Parasutterella excrementihominis 214 1.19, 3.94 0.013 2.20 1.18, 4.18 0.014
Streptococcus salivarius 1.78 0.99, 3.25 0.056 2.09 1.13,3.94 0.020
Bacteroides thetaiotaomicron 0.67 037,12 0.184

*Adequate level of exercises is defined as meeting WHO recommendation (at least 150-300 minutes of moderate-intensity, or 75-150 minutes of vigorous-intensity aerobic exercise per week).
"High relative abundance is defined as relative abundance higher than median of the cohort.
95% CI, 95% confidence interval; OWOB, overweight or obese; WHO, World Health Organization; rPDQS, rapid prime diet quality score; NAb, neutralizing antibodie.





OPS/images/fcimb.2025.1587257/crossmark.jpg
©

2

i

|





OPS/images/fcimb.2025.1587257/fcimb-15-1587257-g001.jpg
HAdV Type

2.1 -Buayouej





OPS/images/fimmu.2024.1524356/table1.jpg
Isolation
technology

Epitope type

Epitope Sequence

Mechanism

Potency

EV-A71 MA28-7 (38)

BBIAS (39)

JL2 (40)

A9 (42)

EI8 (43)

D5 (44, 45)

10D3 (50)

51 (56)

268 (57)

M20 (58)

Fl-hFc (59)

EI18-F1 (60)

CVAI0 2G8 (61)

M3-8 (62)

CVAL6 NALIFI2 (63)

18A7 (64)

14B10 (64)

NA9D7 (64)

E30 6C5 (65)

4B10 (65)

EV-D68 A6-1(66)

15C5 (67)

11G1 (67)

2H12 (68)

8F12 (68)

EV68-228 (69)

RVBL4 C5 (70)

YDE (71)

GGVV (71)

UN, Unknown.

Class Origin

(genus)

156 Mouse
1§G Mouse
156 Mouse
166 Mouse
ascites
(Fab

fragment)

1§G Mouse
166 Mouse
IgM Mouse
IgM Mouse
IgM Mouse
IgM Mouse

human IgGl Fe  Human-
fusion with llama
gle
Domain
Antibody
Single domain Human
antibody armed
chemeric IgG
15G Mouse
156 Mouse
15G Mouse
156 Mouse
1gG Mouse
156 Mouse
15G Mouse
1gG Mouse
156 Rhesus
monkeys
156 Mouse
15G Mouse
15G Mouse
156 Mouse
156 Human
1gG Mouse
Sckv Human
Sckv Human

Hybridoma Conformational
Hybridoma
Hybridoma Conformational
Hybridoma Conformational
Chimeric Conformational
Hybridoma Conformational
Hybridoma Conformational
Hybridoma ear
Hybridoma Linear
Hybridoma Linear
Phage display Conformational
Antibody Conformational
engineering
Hybridoma Conformational
Hybridoma linear
Hybridoma Linear
Hybridoma Conformational
Hybridoma Conformational
Hybridoma Conformational
Hybridoma Conformational
Hybridoma Conformational
Single b
cell solation
Hybridoma Conformational
Hybridoma Conformational
Hybridoma Conformational
Hybridoma Conformational
Ebv- Conformational
transformation
and hybridoma
Hybridoma inear
Antibody /
engineering
Antibody /
engineering

VPL-145 aa and VP1-98, VP1-242, VP1-244

VP2 TESH (aal41-155)

AA 77-113,144-151, and 302-478 of human SCARB2

BC loop, aa 144-150 of 02 (VP3 “pufl”), aa 289 -294 of

VP C terminus

VP4-VP2-VP3-VPI protomers

VPI GH loop (aa 208-225)

VP3 Knob region, especially P59, A2, E67

VP1 GH loop (aa 215-219)

VP1 GH loop KQEKD (aa 215-219), especially K218
and 1220

VPI GH loop (aa 219-223), Y222 and G223

VP3 (aa 46-60
and 16-130)

Combination of E18 and F1 epitope

South rim of the canyon surrounding the quasi- threefold
axis, including VP1 C termini, VP2 EF loop, and VP3
AB loop

2C protein, SLATGITARA located in the ATPase domain

VPL

Discontinuous epitope spanning the DE loop and the HI
loop of two adjacent VP1 capsid proteins

Conformational epitope on mature virions surrounding
viral 3-fold and 2-fold axes

Conformational epitope on mature virions surrounding
viral 3-fold and 2-fold axes

VP1 BC loop (ES2, K83, V84, D6, ES7, D89, Y91, VP1
DE loop (T130), VP1 EF loop (K156, E159), and the VP1
Hl loop (T229)

residues 137, 138, 159, 161, and 163 of VP2 EF loop,
residues 260 and 268 of VP1 C-terminal loop, and
residue 234 of VP3 C-terminus

VPI DE loop

VP2 BC loop and the VP3 BC loop from two adjacent
protomers targeted by the heavy chain of Fab 15C5, and
the AB, BC and H loops of the same VP3 that were
targeted by the light chain

BC, DE, EF and HI loops and two B -strands of EV-
D68 VP

VP1 GH loop, VP2 EF loop, and VP3 C terminus

VP1 BC loop, VP1 GH loop, VP2 EF loop, and VP3

Ceterminus

VP1 DE loop and VP2 EF loop

VP3

3C protease

3C protease

Block PSGL-1 and HS-
mediated attachment

Block PSGL-1-mediated attachment

Block SCARB2 2 and prevent
virus uncoating

Block SCARB2-mediated
attachment;
Destabilizes virions to
induce genome

Block SCARB2-mediated
attachment, induce viral
genome release

Block internalization and
subsequent uncoating and
RNA release

Neutralize all EV-A71
subgenogroups A, B, C

Neutralizing EV-A71 genotypes A,
B1-B5, and C1-C5

UN

Inhibition of both the pre- and
post-attachment of EV-As,
involving entry, uncoating and
RNA release.
Neutralizing EV-A71, CVALS,
CVAI0, and CVA6

UN

Mainly pre-attachment
inhibitory effect

UN

Neutralizing A, B, B2 and C
subgenotypes of CVAL6

UN

UN

Blocking viral binding with
attachment receptor CD35 and
uncoating receptor fern

Blocking viral binding with
attachment receptor CD55 and
uncoating receptor fern

Blocking the canyon region from
binding with 02.6-linked sialic
acids on the cellular surface
through steric hindrance

Mimicking engagement by the
functional receptor ICAM-5, blocks
binding to host cells

Binding to A-particle, blocks
binding to host cells

Blocking virus-receptor
interactions, impairing virion

integrity and inducing premature
virion uncoating

Blocking virus-receptor interactions

Inducing virus uncoating

Noncompetitively inhibits 3C
peptidase activity

Abolishes interaction between
HRVB14 3C protease and its 5'
noncoding region of HRV.
genomic RNA

UN

neutralization titer of
132
Full protection: 60
mg/g

ICsq: 0.6 UM

1Cxg: 0.1 nM

1Cs: 52 M

ICsi: 135 UM

neutralization titer:
1:64 10 1:256
Full protection: 10

mglg

neutralization
titer: 1:1024

neutralization
titer: 1:32

ICs0: ~1 M
Full protection: 1

mglg

ECs0: 406 nM

ECy: 16 nM

1Cs: 0.2 pig/ml
full protection: 30

ng'g

Titer: 1:80000
neutralization titer: >
L1024
full protection: 0.1
ng's
ICsy: 0.04 pg/ml
1Csq: 101 prg/ml

1Csq: 1.96 pg/ml

ICs: < 30 nM

ICs: < 30 nM

1C5: 0.6 pg/ml for

the KM strain and

1.57 pg/ml for the
Fermon strain

Iy 15 pg/ml

1Cs: 39.7 pg/ml

ICy: 0.412 pg/ml

ICy: 0,004 pg/m

1Cyt 0.32 ng/ml
Full protection: 1ig/g

UN
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Whole cohort Low-responder High-responder

Characteristics

(N = 242) (N = 181) (N = 61)
Age > 55 years (n, %) 67 (27.7%) ‘ 55 (30.4%) 12 (19.7%) 0.106
Male sex (n, %) 85 (35.1%) 63 (34.8%) I 22 (36.1%) ‘ 0.859
Adequate level of exercises (n, %)™ * 119 (51.1%) ‘ 85 (49.1%) 34 (56.7%) 0314
Diet (rPDQS score 2 3" tertile) (n, %)° 97 (41.6%) 74 (42.8%) 23 (38.3%) 0.548
Smoking (n, %) 12 (5.0%) 11 (6.1%) 1(1.6%) 0.304
Overweight or obese (n, %) 134 (55.4%) 101 (55.8%) 33 (54.1%) 0.817
Diabetes mellitus (n, %) 16 (6.6%) 15 (8.3%) 1(1.6%) 0.079
Triglycerides (mmol/L) 0.9 (0.7, 1.3) 0.9 (0.7,1.2) I 0.9 (0.7, 1.4) 0.814
Total cholesterol (mmol/L) 4.8 (4.2,5.5) 4.8 (4.3,54) 4.8 (4.0,5.7) 0.804
LDL (mmol/L) 2.8(23,32) 2.8(2.3,32) 2.7 (2.3,34) 0.850
Non-alcoholic fatty liver disease (n, %) 91 (37.6%) 67 (37.0%) 24 (39.3%) 0.745
Proton pump inhibitors use* (n, %) 26 (10.7%) 21 (11.6%) 5 (8.2%) 0.458
Antibiotic use* (n, %) 21 (8.7%) 18 (9.9%) 3 (4.9%) 0.228

High neutralizing antibody response was defined as the top 25% (i.e. above 75 percentile).

*usage for any duration within six months before vaccination.

"adequate level of exercises is defined as meeting WHO recommendation (at least 150-300 minutes of moderate-intensity, or 75-150 minutes of vigorous-intensity aerobic exercise per week).
*Total 9 missing data: 8 in low-responder group, 1 in high-responder group.

LDL, low-density lipoprotein; WHO, World Health Organization; rPDQS, rapid prime diet quality score.
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