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AQP Immune cell reference

AQPO Not detected HPA

AQP1 Lymphocytes (memory T-cells), leucocytes, HPA (13, 28, 29)
activated B and T-lymphocytes

AQP2 monocytes HPA

AQP3 Dendritic cells, lymphocytes especially T-cells, HPA (13, 28)
(T-reg
MAIT T-cell

Memory CD4 T-cell

Naive CD4 T-cell

Memory CD8 T-cell

Naive CD8 T-cell) activated B and

T-lymphocytes

AQP4 Not detected HPA

AQP5 Not detected to lymphocytes, dendritic cells HPA (13, 28)
activated B and T-lymphocytes

AQP6 Very low in all immune cells HPA

AQP7 Very low T-cells and B-cells, dendritic HPA (28, 29)
cells, macrophages

AQP7B Very low Basophil Plasmablast HPA

AQP8 Very low T-cells HPA

AQP9 Very high neutrophils, medium monocytes, HPA (28, 29)
leucocytes, macrophages, dendritic cells, HL-
60 cells

AQP10 Very low PBMCs HPA

AQP11 Low in all immune cells HPA

AQP12A | Not detected HPA

AQP12B | Not detected HPA
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Subfamily Aquaporin permeability

Classical AQPs AQPO H,O0, H,0,
(water-channels)

AQP1 H,0, CO,, NH;

AQP2 H,0

AQP4 H,0

AQP5 H,0, CO,

AQP6 H,O (pH dependent), urea,

glycerol, nitrate

Aquaglyceroporins =~ AQP3 H,O0, glycerol, urea, H,O,

AQP7 H,O0, glycerol, urea, ammonia,
arsenite, NH;

AQP9 Glycerol, NH3, urea, lactate,
purine, pyrimdine, H,0,
AQP10 Glycerol, urea, H,O
Superaquaporins AQP11 ’ H,0, H,0,, glycerol
AQP12 Function less well understood,
likely H,O

aquaammoniaporin = AQP8 H,0, ammonia, glycerol, HO,

classical AQPs (green), Aquaglyceroporins (blue), superquaporins (orange) and
aquaammoniaporins (red) are displayed.
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Immune

Modulator

Reference

IL-7

Inhibit sepsis-induced massive immune
cell apoptosis

Enhance production of CD4+ T and
CD8 T cells

Increase T-cells infiltration to sites of
infection

Boost IFN-y production

(108-111)

IL-15

IFN-y

Prevent sepsis-induced apoptosis of
CDS8 T cells, NK cells, and DCs

Upregulate monocyte expression of
HLA-DR, increase numbers of IL-17
producing CD4+ T cells

(113)

(116, 117)

Flt3L

GM-CSF

PD-1/PD-L1

Promote DCs

Promote neutrophil antimicrobial
function

Suppresses PD-L1 expression on APCs
Augment IFN-y production

Increase production of neutrophils and
monocytes or macrophages and reduce
cell death

Augment the expression of HLA-DR
on monocytes

Protect immunosuppressive properties
of septic neutrophils, monocytes, and
macrophages

Anti-apoptotic effects to prevent loss of
protective function of NK cells

Prevent lymphocyte apoptosis and
reverse monocyte dysfunction

Initiate neutrophil apoptosis

Restore monocyte HLA-DR antigen
expression and lymphocyte count

(119, 121, 122)

(124, 125)

(34, 131-134, 138)
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