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Number of trials by Outcome

DDRi Broad Class Total number of trials Qutcome Score
1.0
PARP Inhibitors 57 16 15

Non-PARP Inhibitors 32 13 8

The table summarizes the allocation of scores (0, 0.5, 1, and 1.5) for the outcomes of selected trials based on their classification within the PARP and non-PARP categories.
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Drug Name DDRi Subclass DNA damage response

affected by
DDRi Subclass

berzosertib ATR DNA damage checkpoint
elimusertib ATR DNA damage checkpoint
gartisertib ATR DNA damage checkpoint
50245 ATR DNA damage checkpoint
tuvusertib ATR DNA damage checkpoint
alisertib AURK DNA damage checkpoint
chiauranib AURK DNA damage checkpoint
ilorasertib AURK DNA damage checkpoint
azd7762 CHK1/2 DNA damage checkpoint
prexasertib ‘ CHK1/2 DNA damage checkpoint
rabusertib CHK1/2 DNA damage checkpoint
sra737 7 CHK1/2 DNA damage checkpoint
azd7648 DNA-PK DSBR

peposertib DNA-PK DSBR

samotolisib DNA-PK DSBR

vX-984 DNA-PK DSBR

azd5305 PARP SSBR

cep-9722 PARP SSBR

€7016 PARP SSBR

€7449 V PARP SSBR

fluzoparib PARP SSBR

nesuparib PARP SSBR

niraparib PARP SSBR

nms-03305293 PARP SSBR

olaparib PARP SSBR

pamiparib PARP SSBR

rucaparib PARP SSBR

senaparib PARP SSBR

talazoparib PARP SSBR

veliparib PARP SSBR

venadaparib PARP SSBR

1p-6306 PKMYT1 DNA damage checkpoint
bal0891 PLK DNA damage checkpoint
onvansertib ‘ PLK DNA damage checkpoint
rigosertib sodium V PLK DNA damage checkpoint
adavosertib PLK+WEE1 DNA damage checkpoint
volasertib PLK+WEE1 DNA damage checkpoint
amg 193 PRMT5 DNA damage checkpoint
gossypol RADS52 DSBR

idasanutlin TP53 DNA damage checkpoint
navtemadlin TP53 DNA damage checkpoint
siremadlin ‘ TP53 | DNA damage checkpoint
107623066 USP1 TLS and FA

azenosertib WEE1 DNA damage checkpoint
debio 0123 WEE1L DNA damage checkpoint
hro761 WRN DSBR and SSBR

SSBR, Single-Strand Break Repair, DSBR, Double-Strand Break Repair, TLS, Translesion
Synthesis, FA, Fanconi Anemia.
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Damaging Drug Name Damaging class

cyclophosphamide alkylating agent
dacarbazine alkylating agent
lurbinectedin alkylating agent
temozolomide alkylating agent
trabectedin alkylating agent
mitomycin ¢ alkylating agent
doxorubicin DNA intercalation
daunorubicin DNA intercalation &

topoisomerase inhibitor

epirubicin DNA intercalation &
topoisomerase inhibitor

idarubicin DNA intercalation &
topoisomerase inhibitor

mitoxantrone DNA intercalation &
topoisomerase inhibitor

cytarabine DNA intercalation, topoisomerase inhibitor
pidnarulex G-quadruplex stabilizer

carboplatin Interstrand cross linker

cisplatin Interstrand cross linker

oxaliplatin Interstrand cross linker

gemcitabine Ribonucleotide reductase inhibitor
hydroxyurea Ribonucleotide reductase inhibitor

ep0057 topoisomerase inhibitor

etoposide topoisomerase inhibitor

irinotecan topoisomerase inhibitor

topotecan topoisomerase inhibitor
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