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Cytokines Patient group Pearson r (95% Cl) R squared P value (two-tailed)

IL-4 Tumor —=0.20 (-0.97 - 0.94) 0.0403 0.7992
Inflammation —0.55 (-0.96 - 0.64) 0.3047 0.3347

IFN-o Tumor 0.76 (-0.75 - 0.99) 0.5719 0.2438
Inflammation 0.15 (-0.84 - 0.91) 0.0234 0.8062

IFN-y Tumor 0.43 (<091 - 0.98) 0.1808 0.5747
Inflammation -0.39 (-0.95 - 0.75) 0.1535 0.5143

IL-6 Tumor 0.17 (<095 - 0.97) 0.0275 0.8342
Inflammation —-0.29 (-0.93 - 0.80) 0.0844 0.6354

TNF-0. Tumor =0.11 (-0.97 - 0.95) 0.0118 0.8915
Inflammation -0.39 (-0.95 - 0.75) 0.1554 0.5114

CCL4 Tumor -0.69 (-0.99 - 0.81) 0.4730 0.3122
Inflammation 0.92 (0.20 - 0.99) 0.8456 *0.0270

P-Cadherin Tumor 0.71 (=079 - 0.99) 0.5050 0.2894
Inflammation 0.34 (092 - 0.98) 0.1139 0.6626

TRAIL Tumor 0.43 (-0.90 - 0.98) 0.1888 0.5655
Inflammation 0.08 (-0.86 - 0.90) 0.0063 0.8992

CCL11 Tumor —0.45 (-0.98 - 0.90) 0.1996 0.5533
Inflammation 0.45 (-0.72 - 0.95) 0.1987 0.4518

VEGF Tumor —0.58 (-0.99 - 0.86) 0.3323 0.4236

Inflammation 0.23 (-0.82 - 0.92) 0.0517 0.7131

Bold values indicates p-values < 0.05.
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