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Sample Sampling area High-quality High-quality

sequence (16S) sequence (ITS)
KTal Zhu Zi Quan Shu “peachy spots” 84153 73,858
KTa KTa2 Zhu Zi Quan Shu “peachy spots” 62210 75413
KTa3 Zhu Zi Quan Shu “peachy spots” 51,495 62134
KTbl Zhu Pi Yu Zhi “peachy spots” 69,066 51474
KTb KTb2 Zhu Pi Yu Zhi “peachy spots” 53,649 55,645
KTb3 Zhu Pi Yu Zhi “peachy spots” 54,788 54,764
KTel Yu Zhuan Xing Li Jing Yiin Manchu  “peachy spots” 68239 48333
KTe KTe2 Yu Zhuan Xing Li Jing Yiin Manchu  “peachy spots” 74378 74,693
KTe Yu Zhuan Xing Li ing Yi in Manchu | “peachy spots” 25,497 69,569
Ka Zhu Zi Quan Shu unstained area 67128 59,748
K Kb Zhu Pi Yu Zhi unstained area 84958 83,747
Ke Yu Zhuan Xing Li ing Yi in Manchu | unstained area 50,844 50514

Control Control indoor air 43,406 50,889
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Concentration of

microbial suspension

[CFU/ml]
Alternaria alternata (A-BSM cryobank) 5.5 % 10°
Aspergillus flavus (ATTC 9643) 1.85 x 108
Aspergillus niger (A-BSM cryobank) 2.30 x 10°
Pantoea agglomerans (A-BSM cryobank) 459 x 10°
Penicillium chrysogenum (A-BSM cryobank) 1.88 x 10°
Staphylococcus aureus (ATTC 6538) 473 x 10°
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Sample type = Mass of ethanol Cell count log [cfu/ Reduction level

applied [g] [cfu/sample] sample]
Alternaria alternata (A-BSM cryobank) Model 0 2.05 x 10* 431
Model 0.20 1.0 x 102 20 231 99.51
Historical 0.16 1.0 x 107 20 231 99.51
Aspergillus flavus (ATTC 9643) Model 0 1.9 x 10° 5.26 - -
Model 0.18 9.5 x 10" 20 326 99.95
Historical 021 9.5 x 10" 20 236 99.95
Aspergillus niger (A-BSM cryobank) Model 0 6.0 x 10* 478 - -
Model 0.11 2.04 x 10 20 248 99.66
Historical 0.22 1.02 x 102 20 278 99.83
Pantoea agglomerans (A-BSM cryobank) Model 0 677 x 10* 4.83 - -
Model 021 1.02 x 102 2.00 283 99.85
Historical 0.16 1.02 x 10 2.00 283 99.85
Penicillium chrysogenum (A-BSM cryobank) | Model 0 1.04 x 10° 5.02 - -
Model 0.19 1.04 x 10 20 298 99.90
Historical 0.13 1.04 x 102 20 298 99.90
Staphylococcus aureus (ATTC 6538) Model 0 125 x 106 6,1 - -
Model 0.13 1.25 x 10 2.00 410 99.99
Historical 0.12 125 x 102 2.00 410 99.99
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Location description T24,G10 T24,Q9 Open space on the northwest  Open space on the northwest
(West Section) (West Section) side of the restoration area side of the restoration area
Time 10:30 10:00 930 8:40
Real-time temperature 29°C 309°C 282°C 282°C
Real-time relative humidity 79.8% 56.6% 21.02%

21.02%
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Group Name
K30 K30
K3 K31
K32
K33
K34
K35
K40 K40
Ka Ki_l
Ki2
K43
K44
K5
K80 K80
K8 K8_1
K82
K83
K8_4
K8_5

Type

Control group A
“Test group

Test group

Test group

Test group

Test group
Control group A
Test group

“Test group

Test group

Test group

Test group
Control group A
Test group

Test group

“Test group

Test group

Test group

Control group B

Sampling locatiol
Raw soilat the bottom of southeast of K3

Soil near a bronze figure and a jade object

Soil from the inner abdomen of a bronze dakouzun

Soilat the top of a bronze figure

Soil near a bronze eye-shaped object

Soil at the bottom of a bronze figure with a Zun-vessel on its head
Raw soilat the bottom of southwest of K4

Soil near a pottery sherd

Soil near a stone ware

Soil near a bronze ware

Soil near a bronze ware

Soil near a pottery sherd

Raw soil at the bottom of northeast of K8

Sol inside a bronze lei

Soilinside a bronze dakouzun

Soil inside a bronze lei

Soil near a bronze dakouzun

Soil near a bronze ware

Soil from the eastern slope outside pit K, vertical depth 1 m

Brief description

Near bronze
Near bronze
Near bronze
Near bronze
Near pottery
Near bronze
Near bronze
Near pottery
Near bronze
Near bronze
Near bronze
Near bronze
Near bronze
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Sacrificial Bacteria Fungi
pit

Sobs Chaol Shannon Simpson Pielou_e sobs Chaol Shannon Simpson Pielou_e

K3_0 K3_0 620 674.52 475 0.03 0.74 18 18.000 2338 0.128 0.81
K3 K3_1 281 33538 3.05 0.10 0.54 a2 43.200 1.909 0217 051
K32 443 563.01 385¥ 0.07 059 34 38.667 1.253 0412 0.36
K33 252 287.28 282 0.13 051 40 39.667 2553 0.134 071
K34 26 2558 274 021 050 3 31333 2075 0224 060
K35 320 376.94 3.60 0.06 0.62 22 23.667 1.810 0308 059
Average of K3/ 306 363.69 315 011 055 34 35307 1.920 0259 0.55
Ka0 K40 1063 116070 519 002 074 3 2667 1845 0273 058
K4 Ka_1 875 1028.27 488 0.02 072 14 13.667 1776 0237 0.68
K42 487 591.53 3.87 0.05 0.63 44 44333 2263 0.167 0.60
K43 397 51433 355 0.06 059 70 71222 2616 0.114 0.62
Kd_4 332 39445 314 0.10 0.54 2 42.500 2303 0.165 0.62
K45 622 696.97 434 0.04 0.67 L 19.333 1.055 0.566 0.35
Averageof K4/ 543 645.11 3.96 0.06 0.63 38 38211 2.003 0.250 0.58
K80 K80 a4 48097 306 012 051 0 30000 1831 0290 054
K8 K8_1 457 54847 3.58 0.09 058 17 17.000 2.189 0.188 0.78
K8_2 741 906.49 439 0.04 0.66 39 38.667 2928 0.090 0.80
K83 86 34791 248 023 044 27 27000 L104 0.498 034
K8_4 396 487.84 359 0.09 0.60 37 37.667 1.240 0.504 033
K85 312 34594 357 0.06 0.62 19 18.667 1155 0.555 039
Average of K8 | / B9 53 352 010 058 28 2780 1723 0367 053
Outside pits S0 1767 1911.62 592 0.01 079 267 275.063 2656 0290 047

in the table are averages.
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