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1. dialysis (n=11)
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Lactylation Lactylation Cell type Related molecules or Downstream effect

Enzymes site pathway
Writers.
P300/CBP Pan-lactylation ATF4/c-Jun pathway, ARG1 Polarization to M2 (53, 54)
H3K18 Thi7 cells FOXP3, IL-17 Promotion of reprogramming of Th17 cells (55)
Pan-lactylation Epithelial Cells | TGF-, Snaill Promotion of endothelial-to-mesenchymal (56)
transition
H3KI8 Macrophages Lrgl, Vegf-a and IL-10 Promotion of cardiac repair 57)
H3Kla valve interstitial Runx2, BMP2, TNF Promotion aortic valve calcificaiton (56)
cells
KAT8 €EF1A2 K408 Cancer cells €EF1A2 Increasement translational requirements for (51)
oncogenic adaptation
Not mentioned Mecp? Iysine Endothelial cells | Mecp2k271la, Ereg Alleviates arteriosclerosis progression (58)
Erasers
HDACI 3 | Pan-lactylation | Hela cells | Not mentioned | Cleave €-N-L lactyllysine marks )
SIRTL |aMHCKI897 | myocardial cells | o MHC and titin | Impairment of sarcomere stability )

ATF4,sctiviing traseciption fcto 4; ARG, arginss 1; BMP, bone morphogte roti; Erg, epireain; FOXPS, forkhed bos. protin P3; FDACS, histone descetases; 1117
interleukin-17; KATS, lysine 8 Runx2, ) factor 2; TGF-B, growth factor-f; TNF, St M. ol howey-chuals
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Target Representative drugs Mechanism of action Research Ref/Trial No.

status
Lactate metabolism intervention
LDHA/LDHB AT-101 Inhibits LDHA/LDHB
LDHA RS6212 Inhibits LDHA Preclinical (125)
FX-11 Inhibits LDHA Preclinical (6}
GSK2837808A Inhibits LDHA Preclinical (126)
Oxamate Inhibits LDHA Preclinical (114)
Lactate a-Cyano-4-hydroxycinnamic | Inhibits MCT1/2 Preclinical (115, 116)
transporters acid
AZD396 Inhibits MCT1/2 Clinical trail NCT01791595
Syrosingopine Inhibits MCT1/4 Preclinical (122)
VB124 Inhibits MCT4 Preclinical (57)
AZD1422 Inhibits MCT4 Preclinical (127)
7ACC2 Inhibits MCT4 Preclinical (128)
cD147 Meplazumab, Interferes the distribution of MCT1/4 on cell Clinical trail NCT06040346
‘membrane
Hexokinase 2-deoxy D-glucose Inhibits hexokinase Clinical trial NCT00096707, NCT00588185,
etc.
Lonidamine Inhibits glycolysis Preclinical (129)
Lactylation modification intervention
P300/CBP Co46 Inhibits lactylation production Preclinical (83, 121)
A-485 Inhibits lactylation production Preclinical (123)
1-CBP112 Inhibits lactylation production Preclinical (85, 130)
SIRT1-3 TSA Promotes lactylation production Clinical trial NCT05563948, NCT05473429,
etc.
HDAC1-3 nicotinamide Promotes lactylation production Clinical trial NCT04614714

CBP, the CREB-binding protein; LDHA, lactate dehydrogenase

DAL histons Seacoiiase: WCT. incnocatonrile irniportes STTISS, sitila. 1

'SA, tricho.
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Primer (5" to 3')
GAAATGCCACCTTTTGACAGTG (F)

TGGATGCTCTCATCAGGACAG(R)

CAGGCGGTGCCTATGTCTC (F)

CGATCACCCCGAAGTTCAGTAG(R)

CTGCAAGAGACTTCCATCCAG (F)

AGTGGTATAGACAGGTCTGTTGG(R)

AGGTCGGTGTGAACGGATTTG (F)

GGGGTCGTTGATGGCAACA(R)

F, forward primer; R, reverse primer.
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Serial Retention Precursor Measured Molecular Compound name
number time (min) lon molecular weight formula
m/z

[M+H]" 1260218 3 GH;NOSS Taurine 108.0127, 96.9966,
80962
[M+H]" 1840971 T CoH13NOs L-Adrenaline 1660868, 1510692,
107.0492
[M+H]" 1360617 . CHLN, Adenine 119.0394, 1100344,
91,0545, 55.0288
[M+H]" 1370456 £ GHN,0 Hypoxanthine 119.0350, 94.0397,
0394
[M+H]" 1771024 X CioH N0 5 Hydroxytryptamine 160.0759, 132.0804,
1150538
[M+H]" 4032490 CoH3,05 Gamabufotalin 385.2376, 367.2284,
3492167, 253.1960
[M+H]" 4172276 ¥ CoiH306 Arenobufagin 399.2150, 175.0762,
147.1175, 107.0860,

810707
M+H]" 4172281 CuH306 Desacetylcinobufotalin 3992160, 175.0759,
147.1170, 107.0854,

810705
[M+H]" 4032488 : CoH3,05 Telocinobufagin 385.2372, 349.2166,
253.1961
M+H]* 500.3039 2 CoeHusNOS Taurochenodeoxycholic | 4822924, 4642827

acid

[M+H]" 4452589 X CaeHeOs Bufotalin 385.2376, 367.2277,
3492171

[M+H]" 4592376 . CoH3,0; Cinobufotalin 417.2265, 363.1957,
345.1844, 2011635
[M+H]" 385.2386 £ 04 Resibufogenin 385.2368, 367.2263,
3492162

[M+H]" 387.2538 CaH304 Bufalin 3512325, 305.2261,
255.2119, 215.1805
[M+H]" 4432437 I CaeH3:06 Cinobufagin 4012323, 365.2116,
347.2010, 215.1800
[M+H]" 3992174 ! CoH0s Bufogenin 381.2069, 363.1941,
353.2051, 257.1906
[M+H]" 277.0870 X CisHi203 Tanshinone T 249.0927, 2310814,
193.1022, 178.0786
[M+H]" 297.1501 CisHaO3 Cryptotanshinone 282.1238, 279.1390,
2511447

[M+H]" 2951342 CisH1505 Tanshinone 1A 277.1240, 266.0941,
249.1286, 235.0757
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Variables Total (n = 308) Training (n = 212) Validation (n = 96)

EAMI, n (%) 0723
<1.49 cm*/Hu 149 (48.4) 104 (49.1) 45 (46.9)
>1.49 cm’/Hu 159 (51.6) 108 (50.9) 51 (53.1)
Grace score, Median (Q1,Q3) 12950 (11000, 156.00) 126.00 (108.00, 154.25) 132,00 (112,00, 162.00) 0.138
Age, n (%)
<65 years [ 209 (67.9) | 143 (67.5) | 66 (688) 0.821
265 years [ 99 (32.1) [ 69 (325) [ 30 (312)
Gender, n (%) 0761
Male 247 (802) 171 (80.7) 76 (79.2)
Female 61 (19.8) 41 (19.3) 20 (20.8)
D-to-W Time, Median (Q1,Q3), min 76.00 (63.00, 96.00) 75.50 (63.00, 96.00) 77.00 (63.75, 94.25) 0817
BMI, n (%)
<185 kg/m* 4(13) 3(14) 1(10) 0.672
18.5-24 kg/m® 121 (39.3) 85 (40.1) 36 (37.5)
24-28 kgm’ 17 (380) 81 (38.2) 36 (375)
228 kg/m” 66 (21.4) 43 (203) 23 240)
Smoking, n (%) 0451
No [ 167 (54.2) | 118 (55.7) | 9 (510)
Yes | 141 (458) | 94 (443) | 47 (49.0)
Drinking, n (%) 0.363
No 275 (89.3) 187 (88.2) 88 (91.7)
Yes 33 (10.7) 25 (11.8) 8(83)
Onset time, Median (Q1,Q3), hours 12,00 (8.00, 16.00) 12.00 (8.00, 16.00) 13.00 (8.00, 17.25) 0394
b history, n (%) 0.943
No [ 121 (393) | 83 (392) | 38 (396)
Yes [ 187 (607) [ 129 (60.8) [ 58 (60.4)
Diabetes history, n (%) 0.106
No 209 (67.9) 150 (70.8) 59 (61.5)
Yes 99 (32.1) 62 (292) 37 (385)
NLR, Median (Q1,Q3), % 397 (236, 8.08) 366 (233, 7.74) 5.06 (256, 8.70) 0.073
CRP, Median (Q1,Q3), ug/ml 220 (050, 8.40) 205 (050, 6.65) 2,60 (050, 9.85) 0324
HGB, Median (Q1,Q3), g/L 145.00 (131.00, 155.00) 145.00 (132.00, 153.00) 14450 (117.50, 162.25) 0.878
PLT, Mean +SD, x 10°/L. 217.03 £ 69.99 216.55 + 68.30 218.10 + 73.97 0.861
PDW, Median (Q1,Q3), % 1425 (11.57, 16.30) 15.00 (11.80, 16.30) 13.65 (10.00, 16.20) 0.115
AST, Median (Q1,Q3), U/L 39.00 (24.00, 150.25) 33.00 (22.75, 114.25) 3350 (22,00, 122.50) 0.277
ALT, Median (Q1,Q3), U/L 35.00 (25.00, 62.25) 34.00 (25.00, 56.00) 3850 (27.75, 77.75) 0215
TBIL, Median (Q1,Q3), umol/L 12,50 (8.60, 17.25) 12,50 (870, 16.92) 1230 (8.20, 18.27) 0.901
UA, Median (Q1,Q3), umol/L. 342,00 (270.00, 396.25) 343.00 (274.00, 396.25) 329,50 (267,50, 398.25) 0534
NT-proBNP, Median (Q1,Q3), pg/ml 276.50 (67.75, 765.50) 234.00 (54.75, 688.25) 238.50 (56.75, 709.50) 0.615
Hs-CTnl, Median (Q1,Q3), pg/ml 2,362.00 (235.15, 23,083.25) 2,180.00 (149.65, 24,604.97) 2,719.00 (641.88, 19,430.00) 0.187
CKMB, Median (Q1,Q3), U/L 17.91 (8:84, 47.96) 17.91 (943, 43.35) 18.12 (5.70, 57.83) 0.743
HBIAC, Median (QLQ3), % 580 (550, 650) 580 (550, 6.40) 5.80 (5.50, 6.85) 0.357
TG, Median (Q1,Q3), mmol/L 142 (095, 2.15) 141 (095, 2.15) 1.44 (094, 2.15) 0.743
HDL, Median (Q1,Q3), mmol/L 119 (100, 1.37) 118 (100, 1.36) 1.25 (1,00, 139) 0.645
LDL, Median (Q1,Q3), mmol/L 304 (243, 352) 3.00 (233, 3.50) 3.08 (251, 363) 0213
HCY, Median (Q1,Q3), mmol/L 15.40 (12.38, 20.40) 15.15 (12.50, 19.85) 16.55 (10.60, 21.85) 0.961
LVEF, n (%)
250% 250 (81.2) 173 (81.6) 77 (802) 0.688
40%-49% 35 (11.4) 23 (108) 12 (125)
<40% 23 (7.4) 16 (7.5) 7(3)
LVESV, n (%) 0301
Male 15-62 ml, female 13-47 ml [ 236 (76.6) [ 166 (78.3) [ 70 (729)
Male >62 ml, female >47 ml [ 72 23.4) [ 46 (21.7) [ 26 (27.1)
LVEDV, n (%) 0725
Male 53-156 m), female 46-121 ml 260 (84.4) 180 (84.9) 50 (83.3)
Male 156 ml, female >121 ml 48 (15.6) 32 (15.1) 16 (16.7)
IVS, Median (Q1,Q3), mm 10.00 (9.00, 11.00) 10.00 (9.00, 11.00) 10.00 (8.00, 11.25) 0.176
LVPW, Median (Q1,Q3), mm 9.00 (.00, 10.00) 9.00 (9.00, 10.00) 9.00 (8.00, 10.00) 0569
LVDF, n (%) 0.206
0 43 (140) 35 (165) 8 (83)
1 128 (416) 89 (42.0) 39 (406)
il 88 (28.6) 57 (269) 31 (323)
m 49 (15.9) 31 (14.6) 18 (18.8)
No reflow slow blood flow, n (%) 0.182
No [ 21 (718) [ 157 (74.1) [ 64 (66.7)
Yes | 87 (28.2) | 55 (259) | 32 (333)
n (%) 0.248
No [ 264 (85.7) [ 185 (87.3) [ 79 (823)
Yes I 44 (143) | 27 127) | 17 (17.7)
ventricular n (%) 0.496
No | 272 (883) [ 189 (89.2) [ 83 (865)
Yes [ 36 (11.7) [ 23 (108) [ 13 (135)
TIMI blood flow classification, n (%) 0.496
No 272 (88.3) 189 (89.2) 83 (863)
Yes 36 (11.7) 23 (108) 13 (13.5)
SYNTAX score, Median (Q1,Q3) 20.00 (1600, 25.00) 2025 (16,00, 25.00) 19.00 (1600, 23.12) 0.157
Culprit artery, n (%) 0935
LAD 140 (45.5) 95 (44.8) 45 (469)
LCX 64 208) 45 (212) 19.(1938)
RCA 104 (338) 72 (340) 32 (333)

EAMI, epicardial adipose tissue mass index; GRACE, Global Registry of Acute Coronary Events; BMI, body mass index; NLR, Neutrophil-lymphocyte ratio; CRP, C-reactive protein; HGB,
hemoglobin; PLT, platelet count; PDW, platelet distribution width; ALT, alanine AST, aspartate Cr, creatinine; TBIL, total bilirubin; UA,uric acid; NT-
proBNP, N-terminal pro B-type natriurctic peptide; MYO, myoglobin; Hs-CTal, high-sensitivity troponin I; CK-MB, creatine kinase MB; FDP, fibrinogen degradation product; HbAIc,
glycosylated hemoglobin; TG, triglycerides; HDL-c, high-density lipoprotein cholesterol; LDL-¢, low-density lipoprotein cholesterol; Lpa, lipoprotein a; HCY, homocysteine; LVEF, lef
ventricular jection fraction; LVEDV, left ventricular end-diastolic volume; LVESV, left ventricular end-systolic volume, LVDF, left ventricular diastolic function; IVS, interventricular
septal thickness; LVPW, left ventricular posterior wall thickness; TIMI, thrombolysis in myocardial infarction; SYNTAX, SYNergy between PCI with TAXUS™ and Cardiac Surgery;
LD 1 auteciee doncaniliog artern TEE: Tall chvaniios artery 1A vidhicoomnre ashury;
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Univariable analysis

Variables HR (95% CI) P HR (95% ClI)
EAMI (>149 vs. <149 cm*/Hu) 2,659 (1727, 4.094) <0.001 2349 (1770, 3.177)

Multivariable analysis

EATV (5116 vs. <116 cm’) 1.108 (1.009, 1.026) <0.001 -

EAAI (> =769 vs. <769 Hu) 1.041 (1024, 1.059) <0.001 - -
Gender (Female vs. Male) 0.903 (0.420, 1.939) 0793

Age (265 vs. <65 years) 1048 (1023, 1.075) <0.001 1031 (1.006, 1.057) 0.017
D-to-W Time (min) 1.000 (0.992, 1.008) 0921

Killip classification (II vs. 1) 1.987 (1.289, 3.077) 0.002 0.853 (0505, 1.441) 0.552
Killip classification (III vs. ) 2.685 (1577, 4.733) <0.001 1420 (1219, 2.124) 0.008
Killip classification (IV vs. 1) 6124 (3.274, 12.065) <0.001 1635 (1.156, 2.276) 0.005
BMI (185-240 vs. <185 kg/m®) 0.809 (0.107, 6.098) 0837

BMI (240-280 vs. <185 kg/m’) 0.867 (0.115, 6541) 0890

BMI (2280 vs. <185 kg/mz) 0.954 (0.121, 7.529) 0.964

Smoking history (yes vs. no) 0.991 (0550, 1.784) 0975

Drinking history (yes vs. no) 0.936 (0370, 2.373) 0890

Hypertension (yes vs. o) 0.663 (0.370, 1.190) 0168

Diabetes mellitus (yes vs. no) 1,565 (0857, 2.860) 0145

Onset time (hour) 1.023 (0969, 1.081) 0411

NLR (%) 1.068 (1019, 1.119) 0.006 1018 (0.956, 1.085) 0599
CRP (ug/ml) 1.002 (0.989, 1.016) 0728

HGB (g/L) 0.986 (0.969, 1.002) 0093

PLT (x10°/L) 0.99 (0.991, 1.000) 0063

PDW (%) 0.978 (0.903, 1.060) 0591

ALT (U/L) 1.001 (1000, 1.001) 0.010 1.000 (0999, 1.000) 0450
AST (U/L) 1.002 (0996, 1.008) 0551

Cr (umol/L) 1.003 (1.001, 1.005) 0.025

TBIL (umol/L) 1011 (1003, 1.019) 0.007 1.003 (0993, 1.014) 0575

UA (umol/L) 1.001 (1000, 1.001) 1.001 (1000, 1.002)
NT-proBNP (>234 vs. <234 pg/ml) 4447 (2141, 9.237) 2,665 (1166, 6.087)
Hs-CTnl (>2,180 vs. <2,180 pg/ml) 3.918 (1939, 7.914) <0.001 3.007 (1843, 4.776) 0.006
MYO (>50.75 vs. <50.75 ng/ml) 0.671 (0.236, 1.904) 0453
CK-MB (>17.91 vs. <1791 U/L) 2392 (1.272, 4.496) 0.007 0.890 (0.433, 1.831) 0752
D-Dimer (mg/L) 1115 (0925, 1.345) 0254
FDP (ug/L) 1.059 (0994, 1.129) 0078
HbAIC (%) 0.892 (0.691, 1.152) 0382
TG (mmol/L) 0.996 (0.810, 1.224) 0967
HDL-c (mmol/L) 0,615 (0.229, 1.655) 0336
LDL-c (mmol/L) 0.886 (0.679, 1.156) 0373
Lpa (mmol/L) 0.999 (0.998, 1.001) 0500
HCY (mmol/L) 1.016 (0990, 1.043) 0218
LVEF (40%-49% vs. 250%) 7.532 (3737, 15.181) <0.001 3.590 (1540, 8.370) 0.003
LVEF (<40% vs. 250%) 11686 (5.654, 24.153) <0.001 5077 (1921,13.423) 0.001
LVESV (male >62 vs. <62 ml; female >47 vs. <47 ml) 0.941 (0.130, 6.828) 0952
LVEDV (male >156 vs. <156 ml; female >121 vs. <121 ml) 2.577 (1370, 4.847) 0.003 0847 (0.377, 1.901) 0687
LVDF (I vs. 0) 1.378 (0509, 3.736) 0528
LVDF (Il vs. 0) 2,041 (0.748, 5.572) 0.164
LVDF (Il vs. 0) 1.634 (0518, 5.147) 0402
VS (mm) 1152 (0959, 1.383) 0131
LVPW (mm) 1.064 (0.828, 1.367) 0627
No reflow Slow blood flow (yes vs. no) 1,673 (0909, 3.081) 0099
Intraoperative hypotension (yes vs. no) 0.981 (0.415, 2318) 0966

ventricular arrhythmia (yes vs. no) 1.184 (0.501, 2.797) 0.700
TIMI dlassification (non-III vs. III) 1184 (0501, 2.797) 0700
SYNTAX score 0.961 (0911, 1.014) 0148

EAMI, epicardial adipose tissue mass indes, EATV, epicardial adipose tisue volume; EAAL epicardial adipose tssue attenuation index; BMI, body mass index; NLR, Neatrophil lymphocyte
ratio; CRP, C-reactive protein; HGB, hemoglobin; PLT, platelet count; PDW, platelet distribution width; ALT, i AST, Cr, creatinine; TBIL,

total bilirubin; UA,uric acid; NT-proBNP, N-terminal pro B-type natriuretic peptide; MYO, myoglobin; Hs-CTal, high-sensitivity troponin I; CK-MB, creatine kinase MB; FDP, fibrinogen
degradation product; HbA1c, glycosylated hemoglobin; TG, trighycerides; HDL-c, high-density lipoprotein cholesterol; LDL-c, low-density lipoprotein cholesterol; Lpa, lipoprotein a; HCY.
homocysteine; LVEF, left ventricular cjection fraction; LVEDV, left ventricular end-diastolic volume; LVESV, left ventricular end-systolic volume, LVDF, left ventricular diastolic function;
IVS, interventricular septal thickness; LVPW, left ventricular posterior wall thickness; TIMI, thrombolysis in myocardial infarction; SYNTAX, SYNergy between PCI with TAXUS™ and
Cardiac Surgery.

Bold indicates statistical significance.
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Gl(n=9) G2(n =32) G3(n=76) |Pvalue|Glvs. G2|Glvs. G3|G2vs.G3

Characteristics
Age (year) 23.00+12.18 40.63 +12.87 41.13 +13.10
BMI (kg/m’) 18.93 (17.08, 25.44) | 2588 (23.62, 28.47) | 30.07 (27.04,322)
Average heart rate (times/min) 7100 (6150.88.00) | 6250 (582574.25) | 73.00 (65.00, 92.00)
Mean systolic blood pressure (mmHg) | 103,67 £9.937 1235+ 13877 13108 17.657
Mean diastolic blood pressure (mmHg) 68.67 = 4848 8175 £ 10571 87.66+ 12624
PSG
Sleep efficiency (%) 7710 (51.90, 8120) | 75.60 (60.68, 85.10) | 82.60 (69.10, 88.60)
WASO (min) 10290 (69.20, 164.80) | 107.20 (62.13, 194.83) | 75.80 (48.40, 147.50)
Arousal index (times/hour) 240 (140, 490) 295 (2.13, 4.08) 200 (120, 3.10)
N1 stage percentage (%) 2090 (1060, 29.05) | 2405 (19.13, 32.38) | 34.30 (2300, 45.60) |
N2 stage percentage (%) 47.40 (3630, 5230) | 47.55 (4295, 53.68) | 45.20 (3370, 53.70)
N3 stage percentage (%) 17.10 (830, 2430) | 10.65 (7.93, 14.83) 380 (0, 9.70)
AHI (times/hour) 1.70 (0.60, 3.50) 1675 (958, 23.30) | 66.40 (52.40, 8120)
Minimum SpO, (%) 93.00 (85.50, 94.50) | 85.00 (81.00, 88.75) | 68.00 (64.00, 74.00)
Oxygen desaturation index 260 (085, 440) | 17.30 (118, 24.10) | 68.00 (5480, 79.60)
(times/hour)
SIT90 (%) 0.0, 001) 001 (001, 0.05) 0.43 (022, 0.53)
SITS0 (%) 0(0,0) 0(0,0) 0.07 (0.02, 0.16)
Blood biochemistry
Cys C (mgL) 00 (0.74, 096) 036 (0.75, 0.95) 0.94 (085, 106)
AST/ALT 115 (082,1.38) 083 (0.68, 0.98) 0.71 (054, 089)
GGT(UIL) 1400 (995, 17.65) | 2825 (16.00, 41.78) | 47.30 (2460, 79.00)
TG (mmol/L) 07 (0.67, 151) 149 (118, 2.27) 1.86 (136, 272)
UA (mmol/L) 343.11 +50.07 41594 + 74.77 445.49 +93.97
Apo-B/Apo-A 0.58 +0.10 0.77 £0.19 0.96 +0.27
BUN/CREA 008 (0.07, 009) 0.06 (0.05, 0.08) 0.06 (005, 0.07)
Blood cells
MHR 025 (0.18, 035) 031 (0.20, 0.42) 036 025,052) | 0018 ns - .
RBC (x10'/L) 488+ 024 5.02+0.45 523039 0.007 ns 2 #
HGB (g/L) 1440 (13800, 148.00) | 154.0 (145.25, 162.00) | 1600 (152,00, 166.00) | <0001 ns - ns
HCT (L/L) 0.43 (0.42, 0.44) 0.45(0.43, 0.48) 047(045,049) | <0001 ns - ns

GI, AHI <5 events/hour; G2, 5 < AHI < 30 events/hour; G3, AHI 2 30 events/hour.
BMI, body mass index; WASO, wake after sleep onset; AHI, apnea-hypopnea index; SIT, supine index time; Cys-C, Cystatin-C; AST/ALT,
GGT, gamma-glutamyl transferase; TG, triglycerides; UA, uric acid; Apo-B/Apo-A, apolipoprotein B/apolipoprotein A; BUN/CREA, blood urea nitrogen/creatinine; MHR, monocyte-to-HDL
cholesterol ratio; RBC, red blood cell; HGB, hemoglobin; HCT, hematocrit; ns, no statistical difference.

*P<005.

“P<001

P < 0001
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Severe OSA (n = 32) Severe OSA with hypertension (n = 44) P value

Characteristics

Age (year) 40.94 + 14.91 41.27 + 11.80 0.700
BMI (kg/m’) 28.41 (2595, 32.53) 30.58 (27.90, 31.62) 0305
Average heart rate (times/min) 72,00 (65.00, 91.00) 73.00 (64.50, 93.75) 0755
Mean systolic blood pressure (mmHg) 12100 (111.00, 129.00) 134.00 (126,00, 149.50) <0.001
Mean diastolic blood pressure (mmHg) 82,00 (74.00, 87.00) 92.00 (86.25, 99.75) <0.001
PSG

Sleep efficiency (%) 76.20 (65.20, 82.60) 87.00 (74.25, 88.90) 0015
WASO (min) 107.00 (5090, 171.40) 62.05 (45.93, 115.55) 0.034
Arousal index 220 (140, 3.70) 1.90 (1.03, 2.68) 0077
N1 stage percentage (%) 4076 +27.25 36.96+ 17.89 0.466.
N2 stage percentage (%) 46.88+23.74 43171472 0405
N3 stage percentage (%) 4.10 (1.009.30) 3.5 (0,12.10) 0.903
AHI (times/hour) 65.10 (51.30, 73.80) 68.00 (57.55, 85.30) 0.176
Minimum SpO, (%) 7100 (66.00, 77.00) 67.00 (62.00, 74.00) 0031
Oxygen desaturation index (times/hour) 6159+19.26 70.80 £ 17.96 0.036
SIT90 (%) 035 (0.22, 0.46) 044 (0.2, 0.58) 0.066
SIT80 (%) 0.05 (0.02, 0.09) 0.09 (0.03, 0.22) 0027
Blood biochemistry

Cys-C (mg/L) 0.89 (075, 1.08) 0.96 (0.89, 1.06) 0312
AST/ALT 0.7920.30 069021 0126
GGT(U/L) 4230 (2200, 74.00) 48.50 (25.50, 80.50) 0310
TG (mmol/L) 171 (123, 2.52) 2,00 (151, 2.79) 0312
UA (mmol/L) 435.00 = 8158 453.11%10229 0410
Apo-B/Apo-A 095+0.29 096+0.26 0.884
BUN/CREA 0.06 (0.05, 0.08) 0.06 (0.05, 0.07) 0.651
Blood cells

MHR 0.34 (0.23,043) 037 (0.27,055) 0234
RBC (x10'/L) 5.14 040 529+0.38 0.097
HGB (g/L) 157.00 (148.00, 163.00) 161.50 (152.00, 166.75) 0.106
HCT (L/L) 0.46(0.44, 0.49) 047(0.45, 0.50) 0.145

BMI, body mass index; WASO, wake after sleep onset; AHI, apnea-hypopnea index; SIT, supine index time; Cys-C, Cystatin-C; AST/ALT,
GGT, gamma-glutamyl transferase; TG, triglycerides; UA, uric acid; Apo-B/Apo-A, apolipoprotein Blapolipoprotein A; BUN/CREA, blood urea nitrogen/creatinine; MHR, monocyte-to-HDL
cholesterol ratio; RBC, red blood cell; HGB, hemoglobin; HCT, hematocrit.
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