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Primer or probe*  Sequence 5" — 3"

stxl_F TTTGTYACTGTSACAGCWGAAGCYTTACG
stl R CCCCAGTTCARWGTRAGRTCMACRTC
stxl_P CTGGATGATCTCAGTGGGCGTTCTTATGTAA
stla_F ATGGACAAGACTCTGTTCGTGTA

stxla_R' AATTCAGTATTAATGCCACGCTT

stxla_P' CCAGAATTGCATTAATGCTTCCAAAAGAA
stx2_F TTTGTYACTGTSACAGCWGAAGCYTTACG
Stx2 R CCCCAGTTCARWGTRAGRTCMACRTC
stx2_ P TCGTCAGGCACTGTCTGAAACTGCTCC
stx2a_F' TTCTGTTAATGCAATGGCGGCG

stx2a_R' CCAGTATTCTTTCCCGTCAACCTTC
stx2a_P' AATGTGTCATCCTCATTATACTTGG
stx2d_F TGGGAAAGTAATACAGCAGCAG

stx2d_R TCTTCTTGATACTTAACTGCTTTATTC
stx2d_P CCCGTTGTATATAAAGACTGTGACTTTCTGTTCA
stx2dg F AGCAGCAGCCTTTCTGAACAG

stx2dg R CCGCCATAAACATCTTCTTCATACTTAA
stx2dg P" CAACGGGTGAATAA

eac_F CATTGATCAGGATTTTTCTGGTGATA
eae_R! CTCATGCGGAAATAGCCGTTA

eae_P* ATAGTCTCGCCAGTATTCGCCACCAATACC
eac-beta_F' GGTGATAATCAGAGTGCGACATACA
eae-beta_RY GGCATCAAAATACGTAACTCGAGTAT
eac-beta_P* CCACAGCAATTACAATACTACCCGGTGCA
eac-gamma_F' GACTGTTAGTGCGACAGTCAGTGA
eae-gamma_R* TIGTTGTCAATTTTCAGTTCATCAAA
eae-gamma_P" TGACCTCAGTCGCTTTAACCTCAGCC
eac-epsilon_F* ATACCCAAATTGTGAAAACGGATA
eac-epsilon_R" CACTAACAACAGCATTACCTGCAA
eac-epsilon_P* CCAGATGTCAGTTTTACCGTAGCCCTACCA
eac-theta_F* TGTTAAAGCACCTGAGGTTACATTTT
eae-theta_R! TCACCAGTAACGTTCTTACCAAGAA
eac-theta_P* TCAACCTTGTTGTCAATTTTCAGTCCATCA

ACGATGCTGAAGCAATATGTAGAAC
CGCTCCCCATTTATTATACACG
TTTAACTCATTCGTAGATAGCGGTAAACGGC
GCAGRCATCAAAAGCGAAATCACACC
TCGTTTGGTAACTGTGGCAGATACTC
ATTCAGATAGAAGAAGCGCGGGCCAG
TCAGGTTCCTCGTCTGATGCCGC
CTGGTTCAGGCCTGGAGCAGTCC
CTTGCAACACGTTACGCTGCCGAGTATT
CTGAAAAGAGCCAGAACGTGC

TGCCTAAGATCATTACCCGGAC

22098 P' TAACTGCTATACCTCCGCGCCG

ureD_F* GCAATAATTGACTCTGATTGCC

ureD_R* GCTGCTGCGGTAAAATTTACT

ureD_P* TACGCTGATCACCATGCCTGGTGC

aggR_E™ GCCTAAAGGATGCCCTGATG

aggR R™ GACCAATTCGGACAACTGCAA

aggR P ™ CATCTACTTTTGATATTCCGTAT
CRISPR_026_F* AAACCGATCTCCTCATCCTC

CRISPR_026_R" ATCAACATGCAGCGCGAACG
CRISPR_026_P* CCAGCTACCGACAGTAGTGTGTTCC
TbEg,-F TTTCACACTTATTGGATGGTCTCAA

HbEq RS CGATGAGTTTATCTGCAAGGTGAT

HbEgy-P AGGACCGCAGAGGAAAGAGAGGAATTAAGG
Wxow-FS CGCGACGGCAGAGAAAATT

WXoneRE AGCAGGCTTTTATATTCTCCAACTTT

WXou P CCCCGTTAAATCAATACTATTTCACGAGGTTGA
WxourF' CAAGGTGATTACGAAAATGCATGT

Wxous R GAAAAAAGCACCCCCGTACTTAT

wxou Py CATAGCCTGTTGTTTTAT

whelloy-F* CGAGGCAACACATTATATAGTGCTTT

whelloy R TTTTTGAATAGTTATGAACATCTTGTTTAGC
whelloy P TTGAATCTCCCAGATGATCAACATCGTGAA
wxou-F TGGTCTCTTAGACTTAGGGC

WxouR TTAGCAATTTTCTGTAGTCCAGC

Wxou-P! TCCAACAATTGGTCGTGAAACAGCTCG
wiXouF! TACGTCTGGCTGCAGGG

waxou R ACTTGCAGCAAAAAATCCCC

wxou-P! TTCGTTGCGTTGTGCATGGTGGC

wayous - ATATTGGGCTGCCACTGATGGGAT

Wayous R TATGGCGTACAATGCACCGCAAAC

Wayous P AGCAGTGGTTCGCGCACAGCATGGT
WxourF! CAGTTATACCGATCCTTAATTTACAAGGA
WxourR! GCTTACAAAAGACACTGGAATTATAATTCC
WeXou-P! CGCAGGGTTATCGATTTTGGGTGCTACT
wayon-F CGATTTTCTGGAATGCTTGATG

Wayon-RE CAATACATAGTTTGATTTGTGTTTAAAGTTTAAT
Wayon P CCTGGGTTGTTAGGAACAATTTCAGCACTTC

ACCAATTTGTCTTCTCCCTAGCAT

wxoiR ATGTGCCAATGAACTCATATTTCTCT
WXo TATTTCATTCCTCCTGTTTTTTTCGTGGCA
wxonF CCGCTTACTGGGAAGCATTTA

WxoneR ACACTGCAATGGAAGTTAAGGCTATA
WxonP ATGGGGCAGAACTTAGCAAAACCTTATTGGC
Weyous E GGGATTGGCAGCCTTTAATCT

Wyous R CAAACCTCCTTAAATGGATACAAAAGT
WayousP TATGTTGAAAAGAATGTCACGCTCCCCG
wxoueF GGCCACAAAGATAGCAACAAGATA

Wxoue R CAGGCAACAGGTAAAATCAAAATCTA
WXoeP TTCAGCAACATTACTCCACCAACCACCA
wxousF GCAACCCCAATAGCAAAAGCT

Woue R TTTTGCGAAAAGAAAATGAAGGT

WXoras-P AACAACCTGAACAAGACGATCGAAAAAGCC
wayouu B GAGCGTTTCTGACATATGGAGTGA

Wayoun RS TTGCTATAAATGGAAGCCATTCTTT

Wayous P TGCATGAAATGTTTAAATGCAGCGGGT
wrxouE TGTCGCGCAAAGAATTTCAAC

wXowe R AAAATCCTTTAAACTATACGCCC

Wxou P! TTGGTTTTTTTGTATTAGCAATAAGTGGTGTC

F, forward primer; R, everse primer; P, probe. ‘Probes were labeled with either 6-HEX or
6-FAM and BHQI (Black Hole Quencher). Oligonucleatide described by Perell ¢t al. (2004),
‘Oligonucleotide described by Niclsen and Andersen (2003), ‘ligonucleotide described by
Delannoy etal. (20132), oligonucleotide described by Delannoy et al. (20130), foligonucleotide
described by Delannoy et al. (2012, ligonucleotide described by Delannoy etal. (2015),
oligonucleotide described by Perell et al. (2005), oligonucleotide described by Bugarel et al
(2010), oligonucleotide described by Fratamico et al. (2009), oligonucleotide described by
Delannoy et al. (2022), "oligonucleotide described by Delannoy et al. (2012b), "Probe was
abeled with minor groove binder (MGB). To be recorded as postive for stx2d, a beef
enrichment should be simultancously PCR positive for both stx2d and stx2dg.
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Exposed population/[n(%)] Chi-squared p-value Odds ratio

value (95%Cl)
Case group Control group
(n = 44) (n = 89)
Teaegg 18 (40.91) 39 (43.82) 0102 075 0.888 (0.427-1.846)
Breakfast on June Rougamo 37(84.09) 62(69.66) 3221 0073 2302 (0.912-5.809)
13th Fried meat with
18 (40.91) 36(40.45) 0.003 0959 1019 (0.489-2.126)
cauliflower
Marinated chicken
; 22(50.00) 39 (43.82) 0453 0501 1282 (0.621-2.645)
eg
Fried shrimps 21(47.73) 39 (43.82) 0.182 067 1171 (0.567-2.416)
Braised Spanish
Lunch on June 13th 24(54.55) 61 (68.54) 25 o114 0551 (0.262-1.158)
mackerel
Chili and sour potato 31(7045) 73 (82.02) 2311 0128 0,523 (0.225-1215)
Rice 18 (40.91) 46(51.69) 137 0242 0,647 (0.312-1344)
Steamed bun 5(11.36) 18(2022) 1616 0204 0.506 (0.174-1467)
Braised eggplant with
9(20.45) 28(31.46) 1776 0183 0,560 (0.237-1322)
minced meat
Scrambled eggs with
4(9.09) 18(2022) 2644 0104 0,394 (0.125-1.247)
green pepper
Dinner on June 13th | Stewed pork slices 33(75) 77 (86.52) 273 0.098 0.468 (0.187-1.166)
Fried bean curd
15 (34.09) 29(32.58) 0.03 0.862 1.070 (0.498-2.299)
bamboo with chili
steamed roll 20 (45.45) 28 (31.46) 25 o4 1815 (0.863-3.817)
Mixed fried rice 13(29.55) 29(32.58) 0.126 0723 0,868 (0.396-1.902)
Steamed pumpkin 4(9.0) 7(7.87) 0.058 0809 1171 (0.324-4.236)
Breakfast on June
T Scallion pancake 30 (68.18) 57(64.04) 0223 0637 1,203 (0.558-2.593)
Fish-flavored pork 28(63.64) 66 (74.16) 1573 021 0,610 (0.281-1325)
Garlic pork 8(18.18) 28 (31.46) 263 0.105 0.484 (0.199-1.176)
Sauced beef 36 (81.82) 35(39.33) 21363 <0001 6.943 (2891-16.676)
Bone and Meat
32(7273) 73 (82.02) 1531 0216 0.584 (0.248-1376)
Harmony
Stir-fried tofu skin
Lunch on June 14th 14 (31.82) 34(38.20) 0.52 0471 0.755 (0.351-1.622)
with chives
Vegetable Steamed
5(11.36) 22(2472) 3.246 0072 0390 (0.137-1.114)
flower roll
Hand-pulled
29(65.91) 68 (76.40) 1643 02 0,597 (0.270-1.319)
flatbread
Braised pork belly
30 (68.18) 47(52.81) 2854 0091 1915 (0.897-4.089)
with diced potatoes
Moo shu pork with
15(34.09) 22(2472) 1288 0256 1575 (0.717-3.463)
cucumber
Stir-fried Spinach 2(455) 7(7.87) 0514 0473 0558 (0.111-2.804)
Dinner on June 14th
st pork with
15(34.09) 30(33.71) 0.002 0965 1017 (0.474-2.181)
winter melon
Plain steamed flower
. 9(20.45) 9(10.11) 2691 0101 2.286 (0.836-6.249)
un
‘Two-tone roll 8(18.18) 14(15.73) 0.128 072 1.190 (0.458-3.094)
Carotene-filled bun 1105) 14(1573) 1.658 0198 1.786 (0.734-4.346)
Cabbage and Pork
Breakfast on June b 38 (86.36) 78 (87.64) 0.043 0836 0,893 (0.307-2.598)
un
15th
Garlic stir-fried
31(70.45) 59(66.29) 0233 0,629 1213 (0.554-2.652)

romaine lettuce

Odds ratio (OR) and 95% CI, and p values are shown.
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