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Samples Read Number se Number GC Content

Control 1 Con 1 49,006,479 14,638,313,084 49.14% 94.74%

Control 2 Con 2 50,780,671 15,130,317,372 49.19% 94.98%
‘ Control 3 Con 3 52,379,989 15,621,645,818 47.79% 95.36%
‘ Tumor-bearing 1 TB 1 52,440,949 15,635,155,250 47.29% 95.27%

Tumor-bearing 2 TB 2 54,592,455 | 16,283,131,48 48.03% 94.92%

Tumor-bearing 3 TB 3 54,730,988 16,324,663,140 48.34% 94.95%
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Max binding score

RBPsuite RBPmap
FXR2 0.8813393 3.571
QKI 0.7586525 1913
HUR 0.74990827 2.769
LIN28A 0.7166275 3311
IGF2BP3 071051013 3.463
EWSRI1 0.69480145 222
IGF2BP2 0.6936594 3425
IGF2BP1 0.6514302 1.761
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Genes Primer sequence (5'-3)

CXCL1 Forward:
ATGGCTGGGATTCACCTCAA
CXCL1 Reverse:
CAAGGGAGCTTCAGGGTCAA
CXCL2 Forward:
GCCCAGACAGAAGTCATAGCC
CXCL2 Reverse:

TCAGTTAGCCTTGCCTTTGTTC

S100A8 Forward:
TGCCCTCTACAAGAATGACT
S100A8 Reverse:
CTTGTGGCTGTCTTTGTGAG
S100A9 Forward:
CCAACAAAGCACCTTCTCAG
S100A9 Reverse:
TTGCCATCAGCATCATACAC
IL-1B Forward:

TGACGTTCCCATTAGACAACTG

IL-1B Reverse:
CCGTCTTTCATTACACAGGACA

Bv8 Forward:
GCATGACAGGAGTCATCATTTT

Bv8 Reverse:
AAATGGCAGGATATCAGGAAA

MMP9 Forward:
CTTCTGGCGTGTGAGTTTCCA

MMP9 Reverse:
ACTGCACGGTTGAAGCAAAGA

B-actin Forward:
AACAGTCCGCCTAGAAGCAC

B-actin Reverse:
CGTTGACATCCGTAAAGACC

circ4:126814256-126816474 Forward:

(circAU040320-PMN) TTCTCAGAGCACCTCAGCAC

Ccirc4:126814256-126816474 Reverse:

(circAU040320-PMN) CTCGGATGGTTCAGGATGGATG

€irc16:93849130-93853898 Forward:

(circMORC3-PMN) ACGTGATGTTTACCGACCTA

Circ16:93849130-93853898 Reverse:

(circMORC3-PMN) TCTTGTACCCTTTCCTCCCT

circ19:38523915-38525452 Forward:

(circPLCE1-PMN) AACTCTGCCTTCTGGCTGTA

circ19:38523915-38525452 Reverse:

(circPLCE1-PMN) TCTGCGACTTGTGGCTTATT

€irc6:52619977-52630349 Forward:

(circHIBADH-PMN) CAATGCTGCCCTCCAGTATGA |

€irc6:52619977-52630349 Reverse:

(circHIBADH-PMN) TTCCCAGTCCAATGAATCCAAC

circ4:150406196-150406664 Forward: ‘

(circRERE-PMN) GACAACAACAGCGCCACCAC

circ4:150406196-150406664 Reverse:

(circRERE-PMN) CTCCGTGAAAGGTAGACAGTGAGC

€irc9:76996893-77027004 Forward:

(circTINAG-PMN) AAAATGGACCAGTTCAAGCC

€irc9:76996893-77027004 Reverse:

(circTINAG-PMN) AGATCAGCTCTGGGAGGAAA
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Sequence

circRERE-PMN"1
circRERE-PMN"1
circRERE-PMN"2

circRERE-PMN"2

Sense: CUACAGACCGGGAGAAUAUTT
Antisence: AUAUUCUCCCGGUCUGUAGTT
Sense: ACAGACCGGGAGAAUAUUUTT

Antisence: AAAUAUUCUCCCGGUCUGUTT
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