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Model 3
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CRP (high) 0.678 1.971 0.459-8.456 0361

MRS, microbiological reference standard; ESR, erythrocyte sedimentation rate; PCT, procalcitonin; CRP, C-reactive protein.





OPS/images/back-cover.jpg
Frontiers in
Cellular and Infection Microbiology

Investigates how microorganisms interact with
their hosts.

Explores bacteria, fungi, parasites, viruses,
endosymbionts, prions and all microbial
pathogens s well as the microbiota and it effect
on health and disease in various hosts.

Discover the latest
Research Topics

Cellular and Infection
Microbiology

Frontiers

Avenue do Trbunal-Fédéral 34
1005 Lausane, Switzerland.
fontiersinorg

Contactus

+41(01215101700
frontersin ro/about/contact






OPS/images/fcimb.2025.1498651/table2.jpg
<0.8 x 10°/L >0.8 x 10°/L

MRS MRS Sensitivity P
Sensitivity
Positive Negative Positive Negative

Positive 14 0 17 0 24.29% 0.339
AFB smear 32.56%

Negative 29 21 53 114

Positive 19 0 32 0 45.71% 0.874
Culture 44.19%

Negative 24 21 38 114

Positive 35 0 49 0 70.00% 0.178
GeneXpert 81.40%

Negative 8 21 21 114

Positive 40 1 41 5 58.57% <0.001
AIMLAM 93.02%

Negative L 20 29 109

Sensitivity = true positive cases/(true positive cases + false negative cases) x 100%.
AFB, acid-fast bacillus; LAM, lipoarabinomannan; MRS, microbiological reference standard; PPV, positive predictive value; NPV, negative predictive value.
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Average cost = (total number of individuals x unit price)/number of true positive cases.
Change rate = (Overall (post-lymphocyte stratification) — Overall (pre-lymphocyte stratification))/Overall (pre-lymphocyte stratification) * 100%.

AFB, acid-fast bacillus; LAM, lipoarabinomannan.
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