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SR Sequence

si-MINKI-1 GGAACAAGAUUCUGCACAA
si-MINK1-2 GAAAGAGGAGACAGAAUAU
si-SQSTM1-1 CUUCCGAAUCUACAUUAAA
si-SQSTM1-2 GAAUCUACAUUAAAGAGAA
si-CDKN1A-1 AGUUUGUGUGUCUUAAUUA

si-CDKN1A-2 GCUUAGUGUACUUGGAGUA
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Primer Sequence

MINKI FP: GGAGGACTGTATCGCCTATATCT
RP: GTCTCGATGGATCACCTTGTG
FP: TGTCCGTCAGAACCCATGC
CDRNLX RP: AAAGTCGAAGTTCCATCGCTC
SOSTMI FP: GCACCCCAATGTGATCTGC
Q RP: CGCTACACAAGTCGTAGTCTGG
UEBE2 FP: CAGAGCAACTGCGTGACATT
RP: GGCCACAACCTTGTCATTCT
ULRPS FP: ACAGGATGGCTTGAGGACTTCTITG
RP: TGATGAGGAGGCAGCAAAGGATG
ULBF6 FP: GCTTCATCCTCCCTGGCATCTG
RP: GGCTGCTGGACATACACCGTAG
GAPDH FP: CTGGGCTACACTGAGCACC
RP: AAGTGGTCGTTGAGGGCAATG
U6 FP: CTCGCTTCGGCAGCACATA
RP: AACGCTTCACGAATTTGCG
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Antibodies Application Identifier
GAPDH WB abcam ab181602
ULBP-2 WB abcam ab275023
MINK1 WB Proteintech 13137-1-AP
JNK WB abcam ab179461
Phospho-JNK WB CST 4668

c-Jun WB V abcam ab40766
Phospho-c-Jun WB abcam ab32385
Anti-human ULBP2/5/6 PE | Flow Cyt R&D systems | FAB1298P
Mouse IgG2A PE- Flow Cyt R&D systems | ICO03P

conjugated Antibody
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Chemical Structure Indication Combination Clinical Outcome

AGEETIES
MK-1454 Phase I/II | Solid Pembrolizumab (anti- Early results show safety and
Tumors, PD-1) potential efficacy
Lymphomas
ADU- Phase I/ Solid Spartalizumab (anti-PD-1) Encouraging immune response in
$100 Tumors, combination with PD-1 blockade
(MIW815) Lymphomas
TAK-676 Phase I/Il | Advanced Solid + Pembrolizumab (anti- Ongoing, early data pending
Tumors, PD-1)
Lymphomas
BI-1387446 The structure has not been made public, it Phase I Advanced Cancers + Ezabenlimab (anti- Ongoing, early data pending
belongs to the CDN small molecule PD-L1)
agonist class
BMS-986301 = The structure has not been made public, it Phase I Advanced Cancers None currently reported Ongoing, early data pending
belongs to the CDN small molecule
agonist class
E7766 Phase I Advanced Solid None currently reported Ongoing, early data pending
Tumors,
Lymphomas
SNX281 Phase I Advanced None currently reported Ongoing, early data pending
Solid Tumors
HG-381 The structure has not been made public, it Phase I Advanced Monotherapy Early-stage, shows potential
belongs to the non-CDN small molecule Solid Tumors
agonist class
GSK3745417  The structure has not been made public, it Phase T Advanced None currently reported Ongoing, early data pending
belongs to the non-CDN small molecule Solid Tumors
agonist class
exoSTING The structure has not been made public, it Phase I/Il | Advanced Monotherapy Completed, shows
belongs to the CDN-loaded exosome class Solid Tumors promising results
SYNB1891 The structure has not been made public, it Phase I Advanced + Atezolizumab Completed, data pending
belongs to the engineered bacteria vector class Solid Tumors
SB 11285 Phase I/Il | Solid Tumors, Potential future Early-stage results showing
Hematologic combination with promise in safety
0H Malignancies checkpoint inhibitors and immunogenicity
H
N
H
MK-2118 Phase I Solid Tumors + Pembrolizumab Completed, shows potential
XMT-2056 Phase [ Advanced Monotherapy Ongoing, early data pending

Solid Tumors
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