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Chemical name Gene symbol Reference count Affinity (kcal/mol)

Estradiol ‘ BIK 7QTW Bedoui et al. (2020) -5.9 ARG-102, ILE-04, TRP-84
Valproic acid ‘ ACAA2 predicted Walker and Shane (2023) -50 SER-251, ALA-322

CGP52608 ‘ DAP3 predicted Walker and Shane (2023) =53 ASN-292, ASP-238
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Common markers: Characteristic Key molecules Ferroptosis inhibitors or

ferroptosis promoters

Tron, glutathione, MDA, GPX4, ROS, Disorders of iron metabolism Transferrin, Ferroportin, TFR1, ZIP8/ Inhibitro: desferrione,
PTGS2, SLC40Al, LPO, 14, ROS, DMT1, STEAP3, HSPB1, desferriamine, delarolex

LDH cytotoxicity
Promoter: ferroheme, artemisinin

Amino acid antioxidant GSH, GPX4, system XC-, P53/SLC7A11 = Promotor: sorafenib, RSL3, ML162,
system imbalance salazosulfapyridine, glutamate, cisplatin

Inhibitro: N-acetyl-l-cysteine

Lipid peroxidation ACSL4, LPCATS3, P53-SAT1- Inhibitros: ferrostatin-1, troglitazone,
ALOXI5 pathway rosiglitazone, zileuton

Promotor: FINO2

VDAGCs, sulfur transfer pathway, NRF2, NCOA4, P53, FSP1, HMG- Inhibitor: liproxstain-1

mevalonate pathway, FSP1-COQ10- coA, DHER,

NADPH pathway, GCH1/BH4/DHFR, Promotor: erastin, simvastatin, FSEN1,
ATGS5/7-NCOA4 pathway, P62- Keapl- FINS56, iFSP1

NRE2 pathway

FTHI, ferritin heavy chain 1; GPX4, glutathione peroxidase 4; HSPBI, heat shock protein family B (small) member 1; TF, transferrin; TERC, transferrin receptor; PTGS2, prostaglandin-
endoperoxide synthase 2; SLC40A1, solute carrier family 40 member 1; NCOA4, nuclear receptor coactivator 4 LPCAT3, lysophosphatidylcholine acyltransferase 3; ACSL4, acyl-CoA synthetase
long chain family member 4; KEAP1, kelch like ECH associated protein 1; ATGS, autophagy related 5; STEAP, six-transmembrane epithelial antigen of the prostate; LPO, lipid peroxide; ALOX,
arachidonate lipoxygenase; MDA, malonaldehyde; VDAC, voltage-dependent anion channel; DMT1, divalent metal transporter 1; LIP, labile iron pools DFO, deferoxamine.
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Gene Symbol of ferroptosis-related

prognosis model in ccRCC

The FRGs validated by experiment
in ccRCC

Document No. (PMID No.)

DPEP1, NOX4, MT1G, GLS2, GLRX5, TIMP1, CA9, The GLS2 expression and function 36230613
CDCA3, CYBB

CD44, BID, TRIB3, TAZ The CD44 expression and function 35155251
Up-regulated FRGs (CDKN1A, HSPAS, EMC2, The CARS expression 34291048
SLC7A11, MT1G, HSPB1, FANCD2, SLCIA5, RPLS,

LPCAT3, DPP4, CARS); Down-regulated FRGs

(NFE2L2, GPX4, CISD1, FDFT1, NCOA4, GLS2, CS,

ATP5MC3, ACSL4).

CD44, DPP4, NCOA4, SLC7A11 The CD44, DPP4 and SLC7A11 expression. 34370716
High-risk genes (CARS1, MT1G, ACACA, FADS2); The CARSI, CRYAB and FADS2 expression. 34249761
Low-risk genes (AKR1C1, HMGCR,

CRYAB, NCOA4).

NCOA4 The NCOA4 expression 33402128
HAMP Without experiment 36673667
CARSI, CD44, FANCD2, HMGCR, NCOA4, Without experiment 34178024
SLC7A11, ACACA

ACADSB Without experiment 35096573
CARS, NCOA4, FANCD2, HMGCR, SLC7A11 Without experiment 32688345
CARS, CD44, DPP4, GCLC, HMGCR, SAT1, HSPBI, Without experiment 33996565

NCOA4, PHKG2, GOT1, HMOX1
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