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Mqlecular Formula lonization Compounds
Weight (Da) model
MWSHY0167 291.00 290.00 C15H1406 M+H]+ Flavanols Catechin
MWSHY0174 291.09 290.08 Cy5H1406 M+H]+ Flavanols Epicatechin
mws0044 303.05 304.06 Cy5H,,0; [M-H]- Flavanonols Taxifolin(Dihydroquercetin)
Lmjp002906 479.12 478.11 CpHy501, M+H]+ Flavonols Rhamnetin-3-O-Glucoside
pmb3114 561.14 562.15 C30H26011 [M-H]- Flavanols Epicatechin-epiafzelechin
pme0368 579.17 578.16 Cy7H30014 M+H]+ Flavones Apigenin-7-O-rutinoside
pme2493 579.17 578.16 CarHsoOu M+H]+ Flavonols Keempferdl-

3,7-O-dirhamnoside
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Metabolites ID vel Metabolites Modes Pathways log,(Purple/Bro
C05903 Down Kaempferol Negative Phenylpropanoid -2.428335966
C05903 Down Kaempferol Positive Phenylpropanoid -2.013219107
C05334 Down Isosakuranetin Negative Flavonoid/Secondary 0.228413569
C09827 Up Pinocembrin Negative Flavonoid 2.143623873
C10028 Up Chrysin Negative Flavonoid 223297511
C16417 Up Xanthohumol Negative Flavonoid 2.520544597
C12136 Up Epigallocatechin Negative Flavonoid/Secondary 1.841462132
C02906 Down Dihydromyricetin Negative Flavonoid/Secondary -3.745149235
C10107 Down Myricetin Negative Flavonoid/Flavone/Secondary -0.825690222
C10107 Down Myricetin Positive Flavonoid/Flavone/Secondary -0.603270444
Co1617 Down Taxifolin Negative Metabolic/Secondary -4.759337863
C01477 Up Apigenin Negative Flavonoid/Flavone/Secondary/Metabolic 1.245204568
C00389 Down Quercetin Negative Flavonoid/Flavone/Secondary/Metabolic -0.473539196
C00389 Down Quercetin Positive Flavonoid/Flavone/Secondary/ -0.866539077

Metabolic
C01709 Down Hesperetin Negative Flavonoid -0.475934812
C01709 Down Hesperetin Positive Flavonoid -1.277666085

*All the numbers in bold indicate the flavonoid differentially Produced Metabolites.
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