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Age (years) Sex Numbel S prevalence Caries prevalence Mean dmft score'
34 M 26 841% 5177% 223340
P 206 1165% 45.15% 209+3.40
Total 432 995% 4861% 2165341
4-5 M 578 13.15% 62.28% 343426
P 450 933% 65.33% 378430
Total 1,028 11.48% 63620 358+428
56 M 440 13.64% 7205% 456448
P 328 1341% 70.12% 4152426
Total 768 1354% 71.22% 438439
67 M 65 2000% 7231% 508£5.11
P 38 10.53% 81.58% 489+4.40
Total 103 16.50% 75.73% 501486
Total 2331 12.10% 63.88% 365428
n 0.048 0.164 0202
» 0.021% <001% <001+

Comparison among different age groups, p <0.
Mean +D.

. *%p<0.01, **¥p<0.001.
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Groups
Item EBS Without EBS
n (%) n (%)

ies prevalence (%) | 282 (51.77%)

Mean dmft+SD 245£350 3814435

‘Comparison between preschool children with and without EBS, *#p <0.01.
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CAT score Caries Mean

prevalence (%) dmft+SD
Low 18 039 228+417
Middle 37 043 2624355
High 13 077 630£492
n 0.233 0.275
» 0.056 0.023*

*CAT score was positively correlates with the mean dmift value, *p<0.05.
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All members of each group had primary dentition and written informed consent was.

obtained from parents.
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The numbers represent the R score and p value from the PERMANOVA result. The p value
is the Bonferroni-corrected p value.






OPS/images/fmicb-14-1233460/fmicb-14-1233460-t003.jpg
core p value

Microbiome (weighted 0.097 on9
UniFrac)
Microbiome (unweighted 0.094 0051
UniFrac)
Metabolome (Bray-Curtis) 0.126 0043

PERMANOVA was performed for the healthy (1=22) and elderly (1= 10) groups. The
periodontal disease group was excluded from this analysis due to the small sample size.





OPS/images/fmicb-14-1233460/fmicb-14-1233460-g004.jpg
70

Shannon Diversity

PC2(65%)

04

02

00

© © Healthy ® : Periodontal disease ® : Elderly

04 . -
.
. & .
02 ° -
.
.
- . .
g .
» 00 . e .
3 . o
b2 .
€02 —
. . & 4
.
-04
. .
i 04 -02 00 02 04
Healthy Periodontal Elderly PC1(312%)
disease
D
. % .
- . ‘ 04
. . ! . .
£ .
.
v | &
. . ® 02 . .
. ] . .
- g . . % .
S0 e .
. . . ~ .
e 4 . ¥ w9y e T
. % =02, .
. . s 3
.
A - -04
- . .
-04 -0z 00 02 04 -04 -0z 00 02 04
PC1(205 %) PC1(319%)





OPS/images/fmicb-14-1233460/fmicb-14-1233460-g005.jpg
Significance; logyq(p-value)

30

05

00

Bacteria

15

©:p<0.05e:N.S.
Metabolites

NAceghcosamine S phesphate |
. qQuinate :

ol | vy
. o o |

1]

Effect size; log,(mean(Elderly)/mean(Healthy))

B 2 ] 7 T

Effect size; log,(mean(Elderly)/mean(Healthy))





OPS/images/back-cover.jpg
Frontiers in
Microbiology

Explores the habitable world and the potential of
microbiallife

The largest and most cited microbiology journal
which advances our understanding of the role
microbes play in addressing global challenges'
such as healthcare, food security, and climate.
change.

Discover the latest
Research Topics

Frontiers in
Microbiology

Frontiers

Avenue du Trbunal-Fédéral 34
1005 Lausanne, Switzerland.
fontersinorg

Contactus

+41(0)215101700
frontersn ro/about/contact

& frontiers






OPS/images/fmicb-15-1475159/fmicb-15-1475159-g004.jpg
40

>
»
>

>

o
&

ﬂw..wmnmﬂ.v "&ﬂ’. s »

>
>

aa

° 2
8

(uoneven 180} Jo %9'€) Z00d

-40

60

40

20

0

-20

40

-60

PCO1 (47,2% of total variation)






OPS/images/fmicb-15-1475159/fmicb-15-1475159-g005.jpg
80%

40%

0%

Faeces

Saliva

Bacilota
=Bacteroidota
=Pseudomonadota
= Actinomycetota

= Cyanobacteriota
=Fusobacteriota
mVerrucomicrobiota
=Others





OPS/images/fmicb-15-1475159/fmicb-15-1475159-g006.jpg
o

8
€2
Y
@
g <
£] £
o Vee
Xopu| UouURUS eAeS
8 2
. g
r
2 <

Xapu| UoUUBYS S8






OPS/images/fmicb-15-1475159/crossmark.jpg
©

2

i

|





OPS/images/fmicb-15-1475159/fmicb-15-1475159-g001.jpg
ASVs detected
exclusively in the
oral cavity
N=1343

ASVs detected ASVs detected

exclusively in the gut in both
N=2329 environments.

¥

ASVs detected simultaneously in both
environments in the same individual

N=61

1 Actinomycetota
Bacteroidota

M Pseudomonadota

M secilota

M Fusobacteriota

M Verrucomicrobiota

Intesg
lestinibacte,
Granulicatella

Higher abundance in the gut
- Higher abundance in the oral cavity
[[] similar abundance in both environments






OPS/images/fmicb-15-1475159/fmicb-15-1475159-g002.jpg
ASVs found exclusively in children

N=211

N =269

ASVs found
exclusively in the
oral cavity (N=1343)

ASVs found
exclusively in the gut
(N=2329)

ASVs found exclusively in adults

N=710

N=1310






OPS/images/fmicb-15-1475159/fmicb-15-1475159-g003.jpg
ASVs detected exclusively in children

ASVs detected exclusively in aduls.

pr— A5V common o chaenand sdus
P—
s [ smeen PPN e
comoim . Pra— — oo
—
— o P e
Weissella -Solobacterium Beceroole L provott_7
-Streptococeus Granuiicatella Al Bacoa | -
e e
o Stoos Bttt Facdon fesve
otonmresnmgup | s - e s
o Seonototm  Prstmeaton|Hoareg m—
o e et | stmoton S0
- e .
s Vet S
[ By Crtmmonte ni
2 ey P
= Pseudomonadota |- Bilophila
[E—






OPS/images/fmicb-15-1409128/crossmark.jpg
(®) Check for updates






OPS/images/fmicb-15-1409128/fmicb-15-1409128-g001.jpg
€4 * Ty cells.

i
® ® ®

Thicells  Tregcells  Thi7cells

|rn-v Ma :’

14 n.u iL1e

Lung environment of the lungs

@ Bacterodetes
& Fimicutes

Changing the immune

Alteration of Th1/Th2 Immune Balance
Alteration of Th17/Treg Immune Balance

I

r
.

NLRP3|

-1 @ | @

Tregcells IL40; GPRa3; ThiTcells ILA7I | Macrophages!

TT U L






OPS/images/fmicb-15-1409128/fmicb-15-1409128-g002.jpg
A8

Airway Inflammation
Airway Hyper Reactivity}

a

Functional ers of the gut microbiota
s, <(mm
§ SCFAst
intestinal flora diversity
Firmicutes / Bacteroidetes(F/B) balance recover
Lactobacteriaceaet
3 « Lung-intestine » el
Th17/Treg Immune Balance Lo Desulfovibrio)
axis Oscillospira)

recover






OPS/images/fmicb-14-1253570/fmicb-14-1253570-g002.gif





OPS/images/fmicb-14-1253570/fmicb-14-1253570-g003.gif





OPS/images/fmicb-14-1203678/fmicb-14-1203678-t002.jpg
Ectopic colonization (genus)

Abiotrophia, Actinomyces, Alloprevotella, Bacteroides, Blautia, Campylobacter, Capnocytophaga, Clostridiales,

Corynebacterium, Cyanobacteria, Eubacterium, Escherichia, Fusobacterium, Flavonifractor, Granulicatella, Haemophilus,
Ectopic colonization from oral microbiota in AD

Leptotrichia, Lachnospiracea_incertac_sedis, Megasphaera, Moraxclla, Neisseria, Oribacterium, Pasteurellaceac,
based on Source Tracker

Phocacicola, Porphyromonas, Prevotella, Rothia, Saccharibacteria, Selenomonas, Solobacterium, Streptococcus,

Treponema, Veillonella

Ectopic colonization from oral microbiota in HC
Not found
based on Source Tracker
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“Prevotella - - [T - - - - - - - - - -

“Saccharibacteria |~ - = - - - - o3t - N - - = N

“Streptococcus - - = = - - - e = = N -
AD, alcohol dependence; FD age, first Drinking ages FREW, frequency of drinking (weekly); FRED, frequency of drinking (daily); ASD, Average Standard Drinks per day: AST, aspartate

aminotransferase; ALT, alanine transaminase; GG, gamma-glutamyl transpeptidase; TBIL, total bilirubine; HB, hemoglobin; MCV, Mean Corpuscular Volume; TSH, Thyroid Stimulating
Hormone; PACS, Pennsylvania Alcohol Craving Scale; HAMD, Hamilton Depression Scale; BMI, Body Mass Index;  relative aboundence of gut microbiota; *p <005, **p <0.01
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5% Gutmicrobita of AD
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Megasphaera, Bacteroides

Oral microbiota of HC
1 Gut microbiota of HC.

Genus: Fusobacterium, Alloprevotella,
Veillonella

c

Education years
Income:

Alcohol dependence years
First drinking age

Frequency of drinking (dally)
Daily alcohol consumption
Smoking quantity:

‘Smoking years

Aspartate aminotransferase
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Total bilrubine

Clinical features in AD

2

Scoros of CWA-Ar-
Scoros of VAS:
Scoros of HAMA.
Scoros of HAMD:
Scoros of PSQI

Oral-gut overlap microbiota relative abundance in alcohol dependence
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Value of p

Age, year 44.00 (36,50, 51.00) 43.00 (27.00, 51.00) ~1.05 0.30
In-service 2 15
Occupation 001 0.92
Unemployed 9 6
Education years 736£4.26 857438 ~101 0.32
Married 23 15
Marriage 143 023
Not married 5 6
Yes 30 16
Smoking status 319 0.07
No 3 6
6000000 (1500000, 30000.00 (1000000,
Income ~1.60 o
100000.00) 55000.00)
2160229 22874308 -173 0.09
19.606.41 23794541 -239 0.02
4,00 (200, 6.00) 400 (0.00, 6.00) ~0.69 0.49
7.00 (200, 10.50) 1.00(0.25,2.75) -432 <0.001
7.00 (1,50, 11.00) 100 (0.00, 2.00) =371 <0.001
PsQI 7.00 (4.00, 15.50) 2,50 (1.00, 4.00) -376 <0.001
drawal days 2.00(1.00, 4.00) NA NA NA
ADyears 10.00 (5.0, 17.00) NA NA NA
FDage 16.00 (15.00, 18.00) NA NA NA
ASD 15.00 (750, 23.00) NA NA NA
MSD 27.00 (13.00, 45.00) NA NA NA
CIWA-Ar 17.33£7.94 NA NA NA
PACS 5.00 (250, 9.00) NA NA NA

AD, alcohol dependence; HC, healthy controls; BMI, Body Mass Index; MoCA, Montreal Cognitive Assessment Scale; FIND, Fagerstrom Test for Nicotine Dependences HAMA, Hamilton
Ansiety Scale; HAMD, Hamilton Depression Scales PSQL, Pittsburg Sleep Quality Index; FD age, First Drinking age; ASD, Average Standard Drinks per day; MSD, Maximum Standard Drinks
per day; CIWA-Ar, Clinical Institute Withdrawal Assessment for Alcohol-Revised; PACS, Pennsylvania Alcohol Scale.
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Condition Sig\?iﬁcantly different
with highest ASVs

phylogenetic
diversity

Fecal Lyophilized 230 ASVs different between

Iyophilized and the other three

conditions  (fresh, LN2, and

LN2post72hr)

® 92 ASVs different between fresh
and lyophilized

® 61 ASVs different between LN2
and lyophilized

© 77 ASVs different between
LN2post72hr and lyophilized

Dental Supernatant 36 ASVs different  between

supernatant and the other two

conditions (composite and pellet)

e 3 ASVs different between
composite and supernatant

e 33 ASVs different between pellet
and supernatant

Saliva Fresh 145 ASVs  different  between

fresh and the other three

conditions  (pellet, composite,

and supernatant)

@ 54 ASVs different between pellet
and fresh

e 43 ASVs different between
composite and fresh

© 48 ASVs different between
supernatant and fresh

‘This table includes a summary of our alpha diversity and differential abundance results for
each sample type. In the last column, we compare the number of ASVs that differ between the
condition that had the highest phylogenetic diversity and the other conditi
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