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FtsZs, Pressures Ratio of different types of fluorescence (%) No. of cells
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01 94226 60.0£5.1 153436 153455 996
$54G°

50 47219 654497 209452 90265 920

01 27£19 5182113 21+114 245175 1,026
Ts75°

50 09208 712476 14060 13939 1,056

01 152844 108528 2504213 19.0£140 618
165V

50 13.0£85 564595 260£182 45201 618

o1 100202 194209 275127 169280 628
77v

50 53£15 6191254 193135 1342104 660

01 48217 4042193 16639 3824249 730
L80A"

50 06204 5704100 182255 244240 674

o1 13205 266487 335460 387+22 626
DIIA

50 11202 379447 198246 412201 641

01 75407 515419 248514 16240 629
E119Q

B 110£20 150437 136405 304262 729

01 53526 3662130 215486 367482 674
KI22R

50 35516 5264155 209466 21£131 663

01 63239 3994111 27414 311486 617
RI4IK

50 70450 463279 133206 334523 632

01 4619 4614221 24577 258+126 671
E15247

50 00200 5854210 132216 2832226 666

01 6506 695560 94240 146226 949
$232R°

50 24511 754424 12533 96+68 924

01 51421 5024176 19710 2504187 636
G305D

50 37£1L1 168£26 136432 359469 619

‘Indicated mutated FtsZs, that form less Z-ring-like fluorescence under HHP condition.
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Strains and Descriptions Source or reference

plasmids

Strains
DHsa F- @80lacZAMI5 A(lacZYA-argF)U169 recAl endAl hsdR17(r", mi’) phoA supEdd A thi-1 gyrA96 relAl Laboratory collection
EC309 EC251 fsZ84(Ts) lew: Tn10 Michael Tarry etal.
Rosetta™ (DE3) E-ompT hsdS(ry” my) gal demt (DE3) pRARE Laboratory collection
Plasmids

PDSW230 PDSW-FtsZ;.-GFP David S. Weiss et al.
pDSW2302 PDSW-FtsZ-GFP “This study
PDSW2304 PDSW-FisZ,-GFP “This study
pDSW2315 PDSW-FtsZ,  (FisZs, 1-316 - FtsZs, 317-388)-GFP. “This study
pDSW2316 PDSW-FtsZe,  (FisZg, 1-372 - FisZ, 380-395)-GEP “This study
PDSW2319 PDSW-FtsZe (FisZe, 1-316 - FsZ, 317-379 - FisZ, 380-395)-GEP “This study
PDSW2302-1 PDSW-FtsZg, STT-GEP “This study
PDSW2302-2 PDSW-FtsZy, T9S-GEP “This study
PDSW2302-3 PDSW-FtsZ, S54G-GFP. “This study
PDSW2302-4 PDSW-FtsZ, T575-GEP “This study
PDSW2302-5 PDSW-FtsZ, 165V-GFP “This study
PDSW2302:6 PDSW-FtsZ, 177V-GFP “This study
PDSW2302-7 PDSW-FtsZ, LSOA-GFP “This study
PDSW2302-8 PDSW-FtsZg, DIIA-GFP “This study
PDSW2302-9 PDSW-FtsZy, E119Q-GFP “This study
pPDSW2302-10 PDSW-FtsZ, K122R-GFP “This study
PDSW2302-11 PDSW-FtsZg, RI41K-GEP “This study
PDSW2302-12 PDSW-FtsZ, E152A-GFP “This study
PDSW2302-13 PDSW-FtsZ, S232R-GFP. This study

pDSW2302-14 PDSW-FisZy, G305D-GEP “This study
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Strain/Plasmid Relevant characteristics

E. coli MG1655 Wild type E coli, source of promoters for pMS201 plasmids
E. coli AN62 High pressure-adapted strain derived from MG1655

PMS201-Pu i GFP Full length dnaK promoter region transcriptionally fused to the GFPmut2 gene
PMS201-Pyr:GFP Full length groL promoter region transcriptionally fused to the GEPmut2 gene
PMS201-P,:GEP Full length rpoE promoter region transcriptionally fused to the GFPmut2 gene

PMS201-P,i:GEP Full length rpoH promoter region transcriptionally fused to the GFPmut2 gene
E. coli MG1655 Pyyrgfp-mrr  Full length arabinose inducible promoter region transcriptionally fused to free GEP and unlabeled Mrr

PBAD24-PysGEP Full length arabinose inducible promoter region transcriptionally fused to the GFPmut2 gene

Source

‘The Coli genetics stock
center (CGSC)

Marietou et al. (2015)

Horizon discovery

Bourges etal. (2017)

“This study
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Strain Plasmids Name Genes Hybrid features References

Escherichia coli BL21 | pLS29 E. coli with bacterial s from Thermotoga | Ether bonds binding FA to the Sahonero-Canavesi et al.
ether-based maritima headgroup (20220)
pLSI2 membrane l ger from Thermotoga
maritima
Escherichia coli C43 pMS148 E. coli with archaeal crtE from Pantoea Isoprenoid attached to an AG Caforio et al. (2018) and
diethers ananatis araM (archactidylglycerol) or AE Villanueva et al. (2020)
PABW3 GGGPS and DGGGPS | (archactidylethanolamine) through

from Cloacimonetes ether bonds
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Metabolites Mean + SD Significance

HPOT NPLT HPLT HPOTvs. HPLTvs. HPLT vs.
NPOT NPLT NPOT

Amino acid

Alanine 21795 £ 0,679 1131520113 251924 1503 18.964+0.811 s wess e
Aspartate 52130270 30340251 9.622:+0341 65630833 s waes o
Glutamate 28,045+ 0.870 16,246 + 0.411 46,649 £ 6,653 28544 %1932 fiiad fiiad ns
Glycine 12191 +0.237 7.636+0.334 14.541 £ 0.686 13,508 1194 s » -
Histidine 189440474 0446 +0.182 0.482+0.108 0.765 + 0,201 s - B
Isoleucine 11620 £0316 63640.258 12,579 + 0666 10716 + 0500 s wess e
Leucine 1637240394 8.414.£0.168 171220790 14.754£0758 s wass e
Phenylalanine 9.096 0792 5943+0.291 6,572+ 0.688 6551+ 1058 R ns R
Serine 10368 + 2.180 4535+ 0.481 15,306 + 1672 13.603 + 2238 I ns i
Threitol 49.090 41,058 34,057 +0.704 97.887 £ 6,132 60.805 3,715 e sass e
Threonine 39.128+ 1180 22298 40,541 6633545013 431232032 e sess e
Tyrosine 2356+0.779 11370189 2796 +0.289 1433 40,681 - sess *
Valine 13703 +0.285 8.103+0.321 15178+ 0838 12.811£0506 e sess e
Carbohydrate

Acetate 10,188 +0.306 97800.119 9.135:£0211 11176 + 1196 - L .
Betaine 1005+ 0.126 06180037 33780133 1741£0.162 e R e
Citrate 38406 £ 0.888 22661 £0.266 38043 £ 1811 3268242527 e L o
Formate 3539+ 039 39260290 657420851 4980£0675 * e e
Glucose 0,053 +0.124 0040 0.060 9769+ 1.089 001220037 ns e ns
Lactate 36409 £ 2.740 26127+ 1.787 36131 %4770 419232452 s » e
Succinate 13710108 0.982£0.052 162940061 225420343 e - e
Nucleotide

1,7-Dimethylxanthine 0,938 £ 0462 0.1630.126 0679£0.151 0.190£0.154 i R -
Oxypurinol 24150710 03630295 1865 +0415 05900342 work wass e
Thymidine 83270266 48550.106 11078+ 0534 82070493 work work ns
Uracil 6350+ 1560 1219£0.235 6483 £0.482 3266+ 0938 ork R o
Xanthine 36220823 05860272 1048 £0.432 11350519 s ns work
Others

Creatine 2096 +0.178 0.968 +0.072 347140.183 21610425 R R ns
Ethanol 39.856 43,523 29289+ 1.858 35.1425 1652 37870+ 2.119 R i ns
Ethanolamine 43.413 £ 0,606 14,183 0492 74594 +3.424 26797 + 1,603 e sass e
Glycerol 64294 42,121 59.948 + 0.839 83,131+ 4057 71841+ 4.908 e sess e
Imidazole 1370+ 0.442 023140124 157740544 0.671%0.260 - e e
Methanol 3802+ 0.898 278140733 46,521 +5.264 411840558 * R ns
Propylene glycol 12967 +0.712 9.819.+0.452 12.280 £ 0.931 12,594 0649 R ns ns
Pyridoxine 13510582 0.282£0.219 0,546 +0.234 0.818 + 1146 - ns ns
TMAO 521540216 2844+ 0,052 5794+ 2.889 4893+ 1638 R ns ns

Statistical significances of differences in metabolite concentration were analyzed by independent sample -test: ns, p>0.05; %, p<0.05; *%, p<0.01; **, p<0.001; *#*%, p<0.0001. Red, increase
in metabolite concentration; blue, decreases in metabolite concentration.
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