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TB (n = 22)
AFB
1+ 12 9 0.035
2+ 4 V 10 ‘
3+ 6 3
Culture
1+ 14 13 0.001
2+ 1 9
3+ 7 | 0
Cavity
Yes 6 5 0.728
No 16 17 ‘
Bilateral
Yes 7 6 ‘ 0.819
No 15 16
AFB smear result with respect to the number of M. tuberculosis culture-positive specimens
from three consecutive days of sputum samples.
Smear grades were used to determine bacterial burdens and classified as 1+ (10-99 AFB in 100
fields), 2+ (1-10 AFB in each field) and 3+ (more than 10 AFB in each field) based on World

Health Organization guidelines. According to the NTEP national laboratory guidelines.
Chest X-rays were used to determine cavitary disease and unilateral versus
bilateral involvement.
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Parameter

Age 41 (18-65) 39.5 (20-65) 415 (22-65) 0.5647

Gender M/F 10/12 12/10 12/10 0.6821

BMI (kg/m?) 225 (164 - 24.5) 204 (14.6 - 22.3) 245 (15.5 - 30.10) 0.4876
Smear Grade: 0/1+/2+/3+ 0/12/4/6 0/9/10/3 NA
Cavitary Disease (Y/N) 6/16 5/17 NA

Lung Lesions (Unilateral/Bilateral) 15/7 16/6 NA

Biochemical Parameters

HbAIc (%) 5.92 (5.71-6.44) 5.6 (4.04-5.65) 53 (52- 54) 0.0286

RBG (mg/dl) 101 (78~ 156) 86 (70-120) 85 (66-118) 0.0160

Total cholesterol (mg/dl) 168 (142-202) 146 (124-195) 131 (102-148) 0.0386
Serum triglycerides (mg/dl) 102 (64-424) 98 (56-384) 141 (50-179) 0.6382
HDL (ml/dl) 37 (29-59) 45 (25-66) 52.8 (30-96) 05926

LDL (ml/dl) 104 (44-180) 96 (52-146) 83.5 (60-195) 0.6366

The values represent the geometric mean and the range (except for age where the median and the range) are shown.

Smear grades were used to determine bacterial burdens and classified as 1+ (10-99 AFB in 100 fields), 2+ (1-10 AFB in each field) and 3+ (more than 10 AFB in each field) based on World Health
Organization guidelines.

Unilateral Lung Lesions: These are lesions that affect only one lung or one side of the chest. They may appear as localized abnormalities on imaging such as X-rays.

Bilateral Lung Lesions: These lesions affect both lungs simultaneously. They can manifest as widespread abnormalities throughout both lungs or as multiple discrete lesions scattered across both
lung fields.
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Study p-value p-value

demographics TB vs TBDM All group

Age (Median, range) 31 (22-45) 43 (35-56) 59 (38-63) 34 (22-44) 0.058 <0.0001

Sex (N, %)

Male 32 (74.4) 19 (63.3) 9 (30.0) 15 (30.0) 0.43 <0.0001
Female 11 (25.6) 11 (36.7) 21 (70.0) 35 (70.0)
BMI .(Kg/mz) 17.2 (16.0-18.9) 18.0 (16.6-19.2) 229 (21.2-25.0) 0.18 <0.0001
(Median, range)
BMI category
Underweight 34 (79.0) 18 (60.0) 1(3.3) 0.20 <0.0001
Normal weight 8(187) 11 (36.7) 21 (70.0)
Overweight 1(23) 1(33) 8(26.7)

BCG Vaccination (N, %)

Yes 32 (744) 27 (90.0) 29 (96.7) 46 (92.0) 0.10 001
No 11 (25.6) 3(10.0) 1(33) 4(8.0)
HbAlc% 56 (54-5.9) 8.2 (7.0-9.1) 93 (7.6-11.1) 45 (34-5.1) <0.0001 <0.0001

(Median, range)

Alcohol (N, %)

Yes 24 (55.8) 6 (20.0) 3(10.0) 0.003 <0.0001
No 19 (44.2) 24 (80.0) 27 (90.0)

Smoking (N, %)

Yes 24 (55.8) 7 (23.3) 4(13.3) 0.008 0.0003
No 19 (44.2) 23 (76.7) 26 (86.7)
Total 43 30 30 50

TBP, tuberculosis patient without diabetes mellitus; TBDM, tuberculosis patient with diabetes mellitus; DM, patient with diabetes mellitus; HC, healthy asymptomatic individuals; BMI, Body
mass index; BCG, Bacille Calmette and Guerin; HBAIc, Glycated hemoglobin A1C; N, number.
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Grade  TBP(n, %) TBDM (n, %) P-value
AFB 0 8 (18.6) 8 (26.7) 0.82
Smear 1+ 13 (302) 9 (30.0)
2+ 12 (27.9) 8 (26.7)
3+ 10 (23.3) 5 (16.6)
Culture 0 5(11.6) 6 (20.0) 0.9
1+ 10 (23.2) 5(16.7)
2% 13 (30.2) 13 (43.3)
3+ 15 (35.0) 6 (20.0)
Xpert Not detected 2 (4.6) 3 (10.0) 0.55
Low 5 (11.6) 6 (20.0)
Medium 9 (21.0) 6 (20.0)
High 27 (62.8) 15 (50.0)
Total 43 30

TBP, tuberculosis patient without diabetes mellitus; TBDM, tuberculosis patient with diabetes
mellitus; AFB, acid-fast bacilli.
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HC P-
(n, %)  value
POS 25 (58.1) 17 (56.7) 14 (467) | 25 (50.0) 02
NEG 15 (349) 10 (33.3) 16 (533) | 23 (46.0)
IND 3(7.0) 3 (10.0) 0 (0.0) 2 (4.0)
Total 43 30 30 50

TBP, tuberculosis patient without diabetes mellitus; TBDM, tuberculosis patient with diabetes
mellitus; DM, patient with diabetes mellitus; HC, healthy asymptomatic individuals; QFT-P,
QuantiFERON-TB Gold Plus; POS, positive; NEG, negative; IND, indeterminate.
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