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Control Chidamide
group (n=33) group (n=33)

Characteristics

Male 22 (66.7) 25 (75.8) 0.415
Age, years, 59 (35.0-86.0) 64 (25-79) 0.476
median (range)

WBC (<4><109/L) 8 (24.2) I 7 (21.2) 0.769
HB (<100 g/l) 10 (30.3) 8 (24.2) 0580
PLT (<100x10°/L) 8 (24.2) 6(182) 0.547
ALB (<35 g/) 20 (60.6) ‘ 15 (45.5) 0.218 V
B2-MG >ULN 15 (45.5) 12 (36.4) 0.453
LDH >ULN 17 (51.5) 17 (51.5) 1.000
Extranodal sites >2 13 (39.3) 11 (33.3) 0.609
EBV viremia 9 (27.3) 11 (333) 0592
Hemolytic anemia 5(15.2) 4(12.1) 1.000
Bone 7 (21.2) 6 (18.2) 0.757

marrow involvement

Serous effusion 14 (42.4) 10 (30.3) 0.306
B symptoms 11 (33.3) 12 (36.4) 0.796
Stage III-IV 30 (90.9) 31 (93.9) 1.000
IPI>3 16 (48.5) 20 (60.6) 0323
HSCT 7 (21.2) ‘ 12 (36.4) 0.174

AITL, angioimmunoblastic T-cell lymphoma; WBC, white blood cell; HB, haemoglobin; PLT,
platelet; ALB, albumin; ULN, upper limit of normal; LDH, lactic dehydrogenase; EBV,
Epstein-Barr virus; IPI, International Prognostic Index; HSCT, hematopoietic stem
cell transplantation.
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Control

group (n=33)

Chidamide
group (n=33)

CR 14 (42.4) 24 (72.7) 0.013
ORR 21 (63.6) 27 (81.8) 0.097
Relapse 21(63.6) 16 (48.5) 0.215
and progress

PES (M, 11 (6.1-15.8) 22 (10.5-33.5) 0.080
95%CI)

OS (M, 95%CI) = 20 (14.1-25.8) - 0.002
IPI>3 Control group (n=16) Chidamide group (n=20)

CR 3(18.7) 15 (75.0) 0.002
ORR 8 (50.0) 17 (85.0) 0.034
Relapse 14 (87.5) 9 (45.0) 0.014
and progress

PES (M, 8 (2.1-13.8) 24 0.007
95%CI)

0S (M, 95%CI) = 14 (7.4-20.5) = 0.003

CR, complete response; ORR, overall response rate; PES, progression-free survival; M, month;

CI, confidence interval; OS, overall survival; IPI, International Prognostic Index; -,

not reached.
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Variable 95%Cl 95%Cl

Chidamide group 0.27 0.11-0.66 0.004 = Chidamide group = 0.27 0.11-0.67 0.005
Age 260 years 0.90 0.41-1.96 0.794
B symptoms 1.37 0.64-2.98 0416
Stage III-IV 22.59 0.02-26542.54 0.387
| Bone 1.06 0.42-2.67 0.896

marrow involvement

Extranodal sites >2 1.51 0.70-3.29 0.293
IPI=3 1.56 0.69-3.51 0.280
HSCT 0.20 0.05-0.68 0.010 = HSCT 0.19 0.05-0.69 0.012

08, overall-survival; HR, Hazard ratio; UVA, Univariate Analysis; MVA, Multivariate Analysis; IPI, International Prognostic Index; HSCT, hematopoietic stem cell transplantation; CI,
Confidence Interval. Only factors significant on UVA at P < 0.05 or relevant to the prognosis were used in MVA.





OPS/images/fimmu.2024.1430648/table4.jpg
All Grade Grade>=3

Control group (n=33) Chidamide group (n=33) Control group (n=33) Chidamide group (n=33)

Hematological

Neutropenia 21 (63.6) 23 (69.7) 17 (51.5) 19 (57.6)
Anemia 17 (51.5) 26 (78.8) 4(12.1) 5(15.2)
Thrombocytopenia 20 (60.6) 20 (60.6) 4(12.1) 7(21.2)

Non-hematological

ALT or AST elevation 1(3.0) 0 0 0

Elevated creatinine 1(3.0) 0 0 0
Hyperuricemia 1(3.0) 1(3.0) 0 0
Pneumonia 1(3.0) 1(3.0) 0 0
Nausea/vomiting 4 (12.1) 4 (12.1) 2(6.1) 2 (6.1)
Fatigue 9(27.3) 10 (30.3) 0 0
Hyponatremia 8(24.2) 10 (30.3) 0 1(3.0)
Rash 0 3(9.1) 0 0

ALT, alanine aminotransferase; AST, aspartate aminotransferase.
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