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gene model Description PS skin YS skin PS flesh YS flesh Fold change Up in PS

vs YS?
Total normalized reads across all stages Skin Flesh
Sm12G00739 SmuMYB11 0 0 0 0
SmO01GO1578 SmuMYBI12 [ 95 97 0 0
Sm06G02794 SmuMYBI111 0 0 0 0
Sm10G01616 SmuMYB113 3511 0 998 12 11.6 6.0
Sm10G01614 SmuMYB114 76 1 22 0
Sm10G01615 SmuPAP1 0 0 0 0
Sm01G00097 SmuPAP2 0 0 3 0
Sm09G01582 SmuTT8/bHLH 1099 93 47 10 28
Sm08G02075 SmuGL3/bHLH 1350 1145 1036 888
Sm08G00007 SmuEGL3/bHLH 3535 4149 4297 4679
Sm03G01281 SmuTTG1/WD40 37 40 40 35
VSmOSGOOMS SmuMYBL2 33 0 0 0
i Sm12G02638 SmuCPC 489 256 1 508 0 345 ' 1.6
SmATV SmUATV 13 0 6 1
Sm02G02436 SmuLBD37 956 729 94 58
Sm01G03283 SmuLBD38 1823 1795 1596 1713
Sm11G00468 SmuLBD39 554 307 844 823

“Data presented only if fold change >2, p value 20.05 and mean count over samples >50.
PS, purple-skinned; YS, yellow-skinned.
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gene model Description YS skin PS flesh YS flesh Fold change Up in PS

vs YS?
Normalized reads across all stages Skin Flesh
Sm10G01622 SmuPAL10 9025 4105 11067 2420 1.5 11
Sm09GO0502 SmuPAL3 11584 5056 7332 7129 16
Sm09GO0503 SmuPAL4 8246 4366 1818 2460
Sm09G00504 SmuPALS 8475 5022 2159 3176
Sm09G00505 SmuPAL6 14 10 12 3
Sm10G02259 SmuC4H 8794 4433 1957 1338
Sm03G00494 Smu4CL3 2244 1352 725 444
Sm03G01314 Smu4CL4 673 416 37 32
Sm06G00927 Smu4CL5 6096 2973 4379 4094
Sm05G02050 SmuCHI3 328 12 18 3
SmUnG137G00010 SmuCHI4 1600 1249 1232 1420 13 8
Sm05G02138 SmuCHS 30706 26715 33015 56022
Sm02G02082 SmuF3H 7273 235 126 417 49
Sm03G00722 SmuF3’H 874 631 665 329 09
Sm11G02385 SmuF3'5’H 4870 1 13 5 11.0
I Sm02G02175 SmuDFR 7846 3 20 3 I 111
Sm08G01977 SmuANS 2644 1 17 4 10.2
Sm09G02395 SmuUFGT 514 183 1086 129 11 29
Sm10G01884 SmuUFGT-like 4011 190 1 0 48
Sm02G01868 SmuTT19 5962 6 5 1 102

“Data presented only if fold change 0.5, p value 20.05 and mean count over samples > 50.
PS, purple-skinned; YS, yellow-skinned.
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Figure 5. qPCR confirmations
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Varieties References Advantageous Sec-

ondary Metabolites

Israel Mission (Solomon Total anthocyanin content
(Black) et al., 2006)
Italy Mattalona (Del Caro and Flavonols (rutin,
(Black) Piga, 2008) anthocyanins,
Dottato (Russo hydroxycinnamic acids)
et al.,, 2014) Total phenolic content
Cyaniding-3-rutinoside
Turkey Bursa siyahi ~ (Kamiloglu and Total flavonoid content
(purple) Capanoglu, 2015) | Total proanthocyanidin
Siyah 5 (Caliskan and content
Polat, 2011) Total anthocyanin content
Flavan-3-ols
Total phenolic content
Total anthocyanin content
Albania Kraps (Hoxha and Total phenolic content
Zi (dark) Kongoli, 2016) Total flavonoid content
Total anthocyanin content
Tunisia Soltani (Ammar et al., Total phenolic content
(purple) 2015) Total anthocynin content
Kohli (Harzallah Prenylhydroxygenistein
et al., 2016) Total phenolic content
Total tannis content
Iran Sabz (green) = (Maghsoudlou Total phenolic content
Siyah et al.,, 2017) Total flavonoid content
(dark
purple)
Spain Banane (Pereira et al., Total Vitamin C
VB1 2017) Total phenolic content
Cuello (Vallejo et al., Total anthocynins
de Dama 2012) Luteolin 6C-hexose-8C-
(Duenas pentose
et al., 2008) Total anthocynins
Cyanidin-3-rutinoside
Algeria Bakkor (Mahmoudi Total phenolic content
Khal et al., 2018) Total anthocynins
Onk Total flavonoid content
Elhamam
Morocco Fassi (Hssaini et al., Total phenolic content
Noukali 2020, 2021) Total anthocynins
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