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Primer Target gene Sequences (5 Length (bp) Ref/acces:
IncQla-F AAGCCTAAGAACAAGCACAG
repC 802 M28829.1
IncQla-R CATAGCCGCACAAGGTATC
IncG-F TGAGTTCATCAAGCCCAATC
872 KUS78314
IncG-R TGATAAGCGTGTCGTTCTTG
IncL-F ACAGAAGAGTAACCCGGAG
repA 605 KM406489
IncL-R ATTCTTTAGGGGACTGGCTT
IncM-F CGGCTCAGAATAGAATCAGG
612 KM406488
IncM-R GTTCCCTTCGCTGTCTTTTT
IncR-F GCGTTCTCTGGTTATGTCTT
repB 529 KY296104
IncR-R GCAGGATCAAGGAAAGATCG
IncU-F AACGTCAATCCTCTTTCCCT
repA-repl 940 CR376602
IncU-R TCGTTTTTGGGCGTGTATAG
IncN-F GCGAAGATGATGATGAGATGGC
repA 306 AY046276
IneN-R GGAGCGAGTAGGTGGTGAAC
IncA/C-F GAACGCCAGGTGCTATG
repA a5 X141473
IncA/C-R CTCTGTCTGCTGCTTACG
IncW-E TGGCTTAGTCGGCTACAT
repA 93 BRO00038,
IncW-R TCGGATAGGAATCGGTGAG
IncP-F GGCGAAGTAGTCGAACAT
repA 598 127758
IncP-R GAAGCAGCAGATCAAGGA
IncX1-F GCTTAGACTTTGTTTTATCGTT
461
IncXI-R TAATGATCCTCAGCATGTGAT
IncX2-F GCGAAGAAATCAAAGAAGCTA
678
IncX2-R TGTTGAATGCCGTTCTTGTCCAG
Unspecified target gene Quetal. 2022)
IncX3-F GITTTCTCCACGCCCTTGTTCA
351
IncX3-R CTTTGTGCTTGGCTATCATAA
IncX4-F AGCAAACAGGGAAAGGAGAAGACT
569
IncX4-R TACCCCAAATCGTAACCTG
IncHIL-F GGAGCGATGGATTACTTCAGTAC
ParA-ParB 471
IncHII-R TGCCGTTTCACCTCGTGAGTA
Incll-F CGAAAGCCGGACGGCAGAA
RNAI 139
Incll-R TCGTCGTTCOGCCAAGTTCGT
Kyung etal. (2024)
IncFIB-F GGAGTTCTGACACACGATTTTCTG
repA 702
IncFIB-R CTCCCGTCGCTTCAGGGCATT
IncT-F TIGGCCTGTTTGTGCCTAAACCAT
repA 750

IncT-R CGTTGATTACACTTAGCTTTGGAC
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P. mirabilis 5 China Yunnan 2023 swine (this study)

P. mirabilis 4 China Yunnan 2023 swine (this study)

P. mirabilis 15 China Yunnan 2023 swine (this study)

P. mirabilis 18 China Yunnan 2023 swine (this study)

P. mirabilis 21 China Yunnan 2023 swine (this study)

P. mirabilis 23 China Yunnan 2023 swine (this study)

P. mirabilis 24 China Yunnan 2023 swine (this study)

P. mirabilis 27 China Yunnan 2023 swine (this study)

P.mirabilis GCF 019443785.1 China Henan 2019 swine

P.mirabilis GCF 016772355.1 China Shangdong 2018 chicken

P. mirabilis GCF 013358795.1 China Henan 2019 swine

P. mirabilis GCF 012516515.1 China ichuan 2019 swine
P. mirabilis 7 China Yunnan 2023 swine (this study)
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mirabilis 20 China Yunnan 2023 swine (this study)

. mirabilis 11 China Yunnan 2023 swine (this study)
mirabilis 9 China Yunnan 2023 swine (this study)
mirabilis 8 China Yunnan 2023 swine (this study)
mirabilis 6 China Yunnan 2023 swine (this study)

. mirabilis GCF 013256075.1 China Guangdong 2017 duck
. mirabilis GCF 013343255.1 China Hangzhou 2016 human
. mirabilis GCF 013357585.1 China Guangdong 2018 missing

S URUSUEDEUROL

mirabilis GCF 016939715.1 Czech Republic Nymbur 2019 human
. mirabilis GCF 016939735.1 Czech Republic Nymbur 2019 human
mirabilis GCF 017808555.1 China Jiangsu 2019 feces
. mirabilis G CF 022353845.1 China Hong Kong 2018 missing
. mirabilis GCF 022354605.1 China Hong Kong 2018 missing
. mirabilis GCF 023702575.1 China Luzhou 2021 human
. mirabilis GCF 023702595.1 China Luzhou 2021 human
. mirabilis GCF 025264285.1 China Hangzhou 2014 human
. mirabilis GCF 032761195.1 China Hangzhou 2017 human
mirabilis GCF 033170425.1 China Hangzhou 2022 human
. mirabilis GCF 033170465.1 China Hangzhou 2022 human
. mirabilis GCF 033170485.1 China Hangzhou 2016 human
. mirabilis GCF 033170505.1 China Hangzhou 2017 human
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