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Antibiotics

CRAB (336)

R (%)

CSAB (351)
R (%)
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Ceftazidime

Cefepime
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R, resistance; S, sensitiveness.
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Enterobactin ICsg Salmochelin

S4 ICso
S. aureus strain  ug/ml pM * pg/ml pM *
ATCC 25923 40 | 60+18n=7 20 20 + 0.4, n=7
USA300 MRSA 742 56 | 84+18n=7 29 29 +1.2,n=9
MRSA 196 33 5.0 25 25
USA300 MSSA 197 6.7 10.0 25 25
USA300 MRSA 198 6.7 10.0 5.0 5.0
MRSA 255 >33 550 | 50 50
MSSA 256 >33 >5.0 5.0 50
ATCC 29213 6.7 10 ND

* Mean + standard deviation. n = the number of independent experiments. ND, Not
Determined. The non-ATCC strains are clinical isolates.

Inhibitory effect was measured using broth microdilution with CAMHB, and at optical density at
590nm for 20 h, at 37 + 1°C. The initial bacterial inoculum was 5 x 10° colony-forming units ml-1.
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Antibiotherapy

N (%)

Empirical monotherapy 37(51.4%)
Ceftriaxone 21(29.2%)
Piperacillin-tazobactam 9(12.5%)
Carbapenems 6(8.3%)
Oral cefixim 1(1.4%)
Empirical combined therapy 35(48.6%)
Amikacin + 3rd generation cephalosporin | 22(30.6%)
Amikacin + Piperacillin-tazobactam | 10(13.9%)
Amikacine + carbapenems 2(2.8%)
Amikacin + ciprofloxacin | 1(13.9%)
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No genotype

Specimens blaypc blanpm

detected
type (Number)  (Number) (Number)
Sputum 28 9 1
Lavage fluid 7 0 0
Urine 5 4 2
Blood 5 3 0
Puncture fluid 2 0 0
Wound
secoretion : 7 !
Bile 1 1 0
Ascites 0 1 0
Pelvic effusion 0 1 0
Drainage fluid 0 1 1
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Characteristics N(%)

Total patients 72
Gender

7 Males 7 32 (44.4%)
Females 40 (55.5)
Diabetes 13 (18%)
Age in years
Mean 59 =+ 255
Types of UTI
Cystitis 3 (4.1%)
Pyelonephritis 43 (59.7%)
Ureteritis 1 (1.4%)
Prostatitis 25 (34.7%)
Complications
Obstruction 17 (23.6%)
Urosepsis 7 (9.7%)
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Mutations

Strain IS (mg/L).

mprF  cls2 saeR of daptomycin
USA300 NA 025
Newman NA 0.25
SA75 NA 025
USA300-DNS | S295L ‘ L52F 16
Newman-DNS | L341F ‘ F60S  N169_Q179del 32
SA75-DNS L826F ‘ F60L 32

NA, not applicable.
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MIC (mg/L) of daptomycin

Strains

Broth E-test
Newman 0.25 0.75
Newmanyprrzar 4 g
Newmanyprraar_r3aL 0.25 075
Newmanmprr1341Fasack 4 6
Newmancis2rsos 2 4
Newmanyprrsair 16 16
CIs2F60S
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