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BraA08g015200.3.5C 12,252,676- = AT4G21910 MATE efflux
12,258,432 family protein
BraA08g015210.3.5C 12,269,419~ | Unknown Gag-polypeptide of
12,271,510 long terminal repeat
(LTR) copia-type
BraA08g015220.3.5C | 12,271,230- | AT3G25510 Disease-resistance
12,287,495 protein (TTR-NBS-
LRR class)
family protein
BraA08g015230.3.5C 12,289,217-  AT4G22030 F-box protein with a
12,290,401 domain protein
BraA08g015240.3.5C 12,298,469-  AT4G22080 Root hair-specific 14
12,300,228
BraA08g015250.3.5C 12,302,519~  AT4G22100 Beta glucosidase 2
12,306,933
BraA08g015260.3.5C | 12,310,890- | AT4G22120 Calcium-permeable
12,314,574 stretch-activated
cation channel
BraA08g015270.3.5C 12,326,130~ = AT4G22130 STRUBBELIG-
12,329,824 receptor family 8
BraA08g015280.3.5C 12,329,820~  AT4G22140 Encodes a chromatin
12,332,255 remodeling factor
that regulates
flowering time
BraA08g015290.3.5C | 12,334,419- | AT4G22220 Encodes a
12,335,973 mitochondrial protein
accepting sulfur and
iron to build a
transient Fe-S cluster
BraA08g015300.3.5C | 12,336,747- | AT4G05530 Encodes a
12,338,591 peroxisomal member
of the short-chain
dehydrogenase/
reductase family
of enzymes
BraA08g015310.3.5C 12,344,064- = AT4G22360 SWIB complex
12,346,459 BAF60b domain-
containing protein
BraA08g015320.3.5C | 12,347,226- | AT4G12590 ER membrane
12,348,876 protein complex
subunit-like protein
BraA08g015330.3.5C 12,356,313—-  AT4GI11580 Methylesterase
12,357,823 PCR A
BraA08g015340.3.5C | 12,358,221- | LOC103834248 | Pectinesterase

12,360,158
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