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Samples Good's coverage ~ Observed species Pielou Shannon

(%)
Control wood (Ctrl.W) 98.1 2242545342 24126422 082003 629043
Fed wood (Fed.W) 98.1 126841894 166342437 066004 4574039
Ips acuminatus Larvae 985 806309 179241359 0.60£0.03 3800.15
(IAC Larvae)
Ips acuminatus Pupae 975 116423083 178645258 054004 365046
(IAC.Pupac)
Ips acuminatus Adult 96.4 157.4£23.48 2514245188 051£008 3734066
(IAC.Adult)
Ips acuminatus 983 89.4213.07 12357£19.99 048003 3124028
collected Adult (IAC.
WL Adult)
Ips acuminatus Control 95 144254589 14686542 084001 604£0.11
wood (IAC.Ctrl. W)
Ips acuminatus Fed wood 948 20149689 33640+ 184.63 064003 4716059
(IACFed W)
Ips sexdentatus Larvae 916 269448103 396910178 0614014 499£132
(ISX Larvae)
Ips sexdentatus Pupae 974 9822494 18137£56.39 0524004 3304016
(ISX.Pupac)
Ips sexdentatus Adult 92 4584454 633241232 043007 2342038
(ISX.Adult)
Ips sexdentatus Wild- 982 7824701 138874 12,60 043010 2704062
collected Adult (ISX.
WL Adult)
Ips sexdentatus Control 983 111£1465 16133430.83 067003 4482016
wood (ISX.Ctrl. W)
Ips sexdentatus Fed wood 982 n7:822 15262£17.41 061000 4204006

(ISX Fed. W)

The data represented the mean value +SE for fve biological replicates across different ife stages of two pine-feeding beetles and four biological replicatesfor the associated wood samples
(SE-Standard Error).
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Number of isolates per sample type

Taxonomic Mature adults Teneral adults Larvae Female oral

assignment secretions

Actinomycetia 4 3] 7
Microbacterium azadirachtae 1 1
Microbacterium flavum 1 1 2
Microbacterium sp. 1 1 2
Micrococcus yunnanensis 1 1
Streptomyces anthocyanicus 1 1
Bacilli 3 22 3 28
Bacillus cereus 1 1
Brevibacillus agri 1 1
Lactococcus cremoris 2 2
Lactococcus lactis 3 3
Lactococcus sp. 1 1
Paenibacillus sp. 1 13 14
Paenibacillus typhae 1 1
Paenibacillus xylanilyticus 5 5
Sphingobacteriia 3 il 4
Sphingobacterium sp. 1 1
Sphingobacterium detergens 2 2
Sphingobacterium multivorum 1 1
y-Proteobacteria 14 10 15 Ll 50
Erwinia sp. 4 4
Erwinia sp. 3 3
Erwinia typographi 10 3 8 5 26
Pseudoxanthomonas sp. 4 4
Pseudoxanthomonas spadix 3 1 4
Rahnella aquatilis 1 1
Rahnella sp. 2 2
Rahnella variigena 3 3
Rahnella woolbedingensis 1 1
Rouxiella silvae 1 1
Stenotrophomonas maltophilia 1 1
a-Proteobacteria 1 1
Ochrobactrum sp. 1 1
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Species Locality Latitude ( Host tree

Nevado de C

D. adjunctus 19°3506.0" 103°36'14.4” 3,260 Pinus hartwegii
Jalisco, Mexico
San José Poaqui, Pinus teocote/ Pinus
D. approximatus 14°49'30" 90°5422" 1527
Guatemala montezumae
Madera Canyon, Texas,
D, barberi Usa 305543 103°4849" 1497 Pinus sp.

Rocheachi, Pesachi,

D, brevicomis Guachochi, Chihuahua, 27°45591" 107°122:50" 2800 Pinus sp.
Mexico
Spring, Creek, Oregon,

D. brevicomis i 42°40'46" 121°5332" 1,725 Pinus sp.

El Madrofio, Querétaro,
D, frontalis 21°1649.2" 99°08'53.6" 1,687 Pinus teocote
Mexico

Montebello Lagoon,
D. mesoamericanus 16°07°00" 91°4200" 1,500 Pinus oocarpa
Chiapas, Mexico

El Durazno, Guanajuato,
D, mexicanus M 21°19'18.19” 99°475.494" 2454 Pinus teocote
exico

K 10 Carr Uruapan,
D. parallelocollis 19°2423" 102°2'35" 1615 Pinus pringlei
Michoacan, Mexico

British Columbia,
D. ponderosae 54°49'19.9" 124°44°36.4" 1,839 Pinus sp.
Canada

P San Juanito, Bocoyna; s —_—_
rhizophagus 955754.9" 935754.6" y inus arizonica
ophag: Chihuahua, Mexico 27°55'54.9' 27°35'54.6'

Colorado, Washington,

D. rufipennis sk 39.03°75'62" 107.94°2005" 3,657 Picea engelmannii

Red Dirt National
‘Wildlife, Kisatchie

D. terebrans 31°49'60.05" 93°25'59.24" 1429 Pinus sp.
National Forest,

Louisiana, USA

Los pozos, Valentin
D. valens Gomez Farias, Jalisco, 19°48'41” 103%64'19” 2550 Pinus montezumae

Mexico

El Cilantrillo, Nuevo
D, vitei 25°21222" 100°19'327" 1844 Pinus cembroides
Ledn, Mexico
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