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Group Total number % adapters & % host % read % read

of reads low-quality sequences alignment alignment
reads (reference 1) (reference 2)
9-1866 LB 42,054,216 2.23% 0.49% 96.82% 89.25%
944 LB 48,132,278 1.24% 0.08% 98.01% 92.79%
924 LB 46,459,964 0.72% 0.14% 97.81% 90.50%
960 LB 49,593,768 1.00% 0.30% 96.09% 87.73%
926 LB 55,893,016 0.95% 0.11% 98.41% 93.59%
936 LB 23,861,570 0.69% 248% 96.87% 86.83%
9-2033 LB 30,247,308 0.62% 249% 96.88% 86.84%
921 LB 47,944,568 0.75% 0.07% 97.84% 92.86%
9-2060 LB 68,800,896 0.63% 0.09% 98.41% 92.18%
9-1952 LB 49,365,474 0.61% 0.07% 98.52% 91.07%
9-1866 FL 42,659,160 0.75% 0.13% 93.65% 84.40%
944 FL 59,450,856 0.55% 0.66% 97.64% 88.93%
924 FL 58,907,188 0.53% 6.65% 97.83% 88.40%
960 FL 52,903,612 0.53% 3.48% 97.47% 90.17%
926 FL 61,076,576 0.62% 1.10% 97.90% 91.02%
936 FL 52,452,186 0.51% 1.31% 98.14% 87.30%
9-2033 FL 59,764,500 0.70% 38.98% 96.42% 85.48%
921 FL 53,357,488 0.49% 0.08% 97.09% 91.40%
9-2060 FL 63,409,540 0.51% 0.27% 98.41% 93.33%
9-1952 FL 56,489,430 0.51% 0.24% 98.28% 91.47%

LB, fecal collection by picking from litterbos; FL, fecal collection using fecal loop.
Reference 1: feline gut reference contigs from Hllumina short-read metagenomic assembly (GCA_022675345.1).
Reference 2: feline gut reference contigs from Pacific Biosciences long-read metagenomic assembly (PRINA1062788).
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Taxonomy level % of FL taxa FL-LB abundance % of FL taxa FL-LB abundance

identified in LB correlation (short- identified in LB correlation (long-read
(short-read read assembly) (long-read assembly)
assembly) assembly)
Phylum 95.83% 09573 100.0% 09912
Class 97.80% 09804 100.0% 09915
Order 9897% 09789 100.0% 09914
Family 9697% 0.9698 100.0% 09912
Genus 9407% 09373 99.21% 09876

Species 89.83% 0.8974 99.65% 09794
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Date of birth  Date of litterbox = Time of litterbox Date of fecal Time of fecal

collection collection loop collection loop collection
9-1866 F 10/20/2015 10/4/2022 6:00 10/4/2022 13:00
914 3 31772019 10/5/2022 14:00 1071012022 13:30
924 F 9/20/2018 912712022 2200 9/28/2022 820
960 F 1/25/2020 10/12/2022 12:00 10/13/2022 11:15
926 M 912012018 9/28/2022 600 9/28/2022 12:00
936 M 1212019 912712022 18:00 9/28/2022 820
9-2033 M 5/5/2018 912712022 600 9/28/2022 830
921 M 21252018 107472022 14:00 10/5/2022 14:00
9-2060 M 8/612018 9/28/2022 600 9/28/2022 12:00
9-1952 M 3/23/2017 9/28/2022 12:00 9/29/2022 15:00

E, Intact female; M, Intact male.
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Group Weight of feces DNA yield Group Weight of feces DNA yield

collected (mg) (1)) collected (mg) (ng)
9-1866 LB 205 28 FL n2 181
944 B 208 165 FL 165 3
924 B a1 121 FL 192 134
960 LB 201 156 FL 19 394
926 B 198 138 FL 160 892
936 B 215 202 FL 100 179
9-2033 LB 219 150 EL 201 79.4
921 LB 202 193 FL 165 654
9-2060 B 26 200 FL 212 26
9-1952 LB ib) 286 FL 176 144

LB, fecal collection by picking from litterbox; FL, fecal collection by using fecal loop.
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Parameter Median Min-max

value

iPLE dogs
Age (months) 38 95.5 (19-171)
Body weight (Kg) 38 18 (3.5-42)
Sex (F/M) 38 (19/19) - -
spayed/neutered 13/1 -
CCECAIL 38 8 (3-17)
Clinical disease
severity groups
(Allenspach et al.,
2007)

e Mild 5

© Moderate 16

® Severe 8

e Very Severe 9
TP (g/dL) 38 41 (2-7.4)
Albumin (g/dL) 38 1.8 (0.9-2.7)
Cholesterol (mg/dL) 36 116 (63-327)
CRP (mg/l) 34 46 (0-48.4)
Folate (ng/mL) 24 8.1 (2-24)
Cobalamin (pg/dL) 24 253 (62-1000)
Healthy dogs
Age (months) 47 72 (18-204)
Weight (Kg) 47 18 (3.5-42)
Sex (/M) 47 (25/22) -
spayed/neutered 22/13 -

N, Number of observations; CCECAI, canine chronic enteropathy clinical activity index;
CRP, C-reactive protein; E, female; iPLE, inflammatory protein-losing-enteropathy; M, male;
TP, total protein. Value, Data expressed as median (min-max).
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