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Total microbial count (CFU/g tissue)

Day 3 Day 10

Infected, untreated 72 x 10° 10 x 10° 92 x 10°
(positive control) + 30,000 +284.7 +2333
Infected, vancomycin- 31 x 107 129 x 10* 94 x 10
treated group + 29667° + 100" +16.7°
Infected, vancomycin/ 98 x 10" + 10 x 10% + 66+ 15
ibuprofen-treated group 166.7*° 33.3*0 o

Data are expressed as the mean + SE, one-way ANOVA.
*Significant difference from the infected, untreated group.
"Significant difference from the infected, vancomycin-treated group.
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Number of

L Infectious
mice in the strain Procedure
group (n)
Control 9 - subcutaneous incision
Control 3 B subcutaneous incision +
+1 PDIA iminosugar

SA48 10 § aureisds subcutaneous incision +
S. aureus

subcutaneous incision +
SA48 +1 8 S. aureus 48 S. aureus +
PDIA iminosugar

subcutaneous incision +

PAR5 8 P. aeruginosa 5 X
P. aeruginosa
subcutaneous incision +
PAR5 +1 8 P. aeruginosa 5 P. aeruginosa +

PDIA iminosugar

Control: procedure control (subcutaneous incision alone), Control + I: iminosugar control
(subcutaneous incision with insertion of PDIA iminosugar), SA 48: control of S. aureus
infection (subcutaneous incision with insertion of S. aureus strain 48), SA48 + I: S. aureus
infection with iminosugar (subcutaneous incision with insertion of S. aureus strain 48 and
PDIA iminosugar), PAR5: control of P. aeruginosa infection (subcutaneous incision with
insertion of P. aeruginosa strain 5) and PAR 5 + I: P. aeruginosa infection with iminosugar
(subcutaneous incision with insertion of P. aeruginosa strain 5 and PDIA iminosugar).
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The size of the inhibition zone [mm] for

individual antibiotics
Strain

tested  pox DA - CN SXT

(30pg) (2 pg) ng5) (10 pg) (25 pg)

S. aureus 48 ‘ R R R 21

R, Resistance; FOX, Cefoxitin; DA, Clindamycin; E, Erythromycin; CN, Gentamycin; SXT,
Sulfamethoxazole/Trimethoprim.
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The size of the inhibition zone [mm] for
individual antibiotics

Strain

tested | vp ATM CIP TOB  CAZ
(10 pg) (30 ug) (5pg) (10 pg) | (10 pg)

B
aeruginosa 25 23 31 21 19
5

IMP, Imipenem; ATM, Aztreonam; CIP, Ciprofloxacin; TOB, Tobramycin;
CAZ, Ceftazidime.
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Group name Control Control + | SA 48 SA 48 + | PAR 5 PAR 5 +I

. The number of inoculated The number of inoculated
The number of bacteria 5
3 Staphylococcus aureus 48 bac- Pseudomonas aeruginosa 5
Mouse number present in wound swabs col- e e
e e e AU teria in wound swabs collected bacteria in wound swabs
from mice [CFU/mL] collected from mice [CFU/mL]
1 ND ND 4.20E+04 3.50E+04 1.50E+01 1.00E+01
2 ND ND 3.00E+04 6.00E+04 2.50E+01 ND
3 ND ND 2.00E+04 150E+04 ND ND
4 ND ND 6.00E+05 5.55E+04 3.00E+02 1.50E+01
5 ND ND 4.00E+05 1.00E+04 ND ND
6 ND ND 6.00E+03 1.00E+03 ND 1.25E+03
7 ND ND 1.60E+04 5.00E+00 2.00E+01 ND
8 ND ND 1.00E+04 1.00E+02 ND 1.50E+02
9 ND 4.00E+04
10 4.00E+04
average 1.20E+05 2.21E+04 4.50E+01 1.78E+02
ND ND
SD 2.05E+05 2.48E+04 1.40E+02 5.99E+02
p<0.05 0.0411

ND, not detectable.
‘The bold values indicate the means obtained from the analysis of all examined mice in respective groups, along with standard deviations.





OPS/images/cover.jpg
& frontiers | Research Topics

Fighting microbial
biofilms: novel
therapeutics and
antibiofilm strategies






