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Immunophenotypes SNP(n) P value OR(95% Cl)

Hematopoietic Stem Cell Absolute Count 2 L3 0.014 0.588(0.384-0.9)

T cell %lymphocyte 2 e 0.031 0.353(0.137-0.911)
Natural Killer Absolute Count 3 . 0.045 2.722(1.025-7.229)
Natural Killer %lymphocyte 3 e 0.037 2.386(1.052-5.41)
CD45RA- CD28- CD8+ T cell %CD8+ T cell 9 [ 0.006 1.021(1.006-1.037)
CD45RA- CD28- CD8+ T cell %T cell 40 L] 0.027 1.007(1.001-1.013)
BAFF-R on IgD- CD38+ B cell 3 * 0.007 2.864(1.337-6.135)
CD38 on IgD+ CD38+ B cell 3 A 0.032 2.317(1.077-4.986)
CD28 on CD45RA+ CD4+ T cell 2 — 0.02 2.27(1.136-4.535)
CD28 on CD28+ CD45RA+ CD8+ T cell 3 —— 0.008 2.111(1.217-3.664)
FSC-A on Natural Killer 3 e 0.021 0.346(0.141-0.851)
FSC-A on Natural Killer T 2 % 0.01 0.11(0.021-0.588)
CD64 on CD14- CD16— 3 e 0.003 0.276(0.116-0.652)
HLA DR on CD33- HLA DR+ 2 .- 0.042 0.699(0.495-0.988)
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Immunophenotypes SNP(n) P value OR(95% CI)

CD25++ CD45RA+ CD4 not regulatory T cell %CD4+ T cell 4 0.009 1.152(1.036-1.282)
CD25++ CD45RA+ CD4 not regulatory T cell %T cell 0.009 1.16(1.038-1.297)
CD38 on IgD+ CD24- B cell - 0.021 1.286(1.038-1.594)
IgD on IgD+ CD24- B cell 0.049 1.09(1-1.188)

IgD on IgD+ CD38dim B cell 0.046 1.096(1.001-1.199)
CD62L on CD62L+ plasmacytoid Dendritic Cell 0.037 0.831(0.699-0.989)
FSC-A on myeloid Dendritic Cell 0.032 1.203(1.016-1.425)
FSC-A on Natural Killer 0.032 1.269(1.021-1.578)
CD33dim HLA DR- Absolute Count r 0.042 1.184(1.006-1.394)
Basophil Absolute Count 0.047 1.18(1.002-1.389)
CD14- CD16+ monocyte %monocyte - 0.036 0.465(0.227-0.953)

CD28- CD8+ T cell Absolute Count F——e———= D.038 2.471(1:076-5:675)
BAFF-R on IgD+ CD24+ B cell 0.047 1.219(1.003-1.483)
BAFF-R on IgD- CD24- B cell * 0.032 1.249(1.019-1.532)
BAFF-R on IgD- CD27- B cell 0.032 1.249(1.02-1.529)
BAFF-R on IgD- CD38+ B cell ——— 0.018 1.915(1.12-3.273)

CCR?7 on naive CD8+ T cell
CD11c¢ on myeloid Dendritic Cell

0.038 2.298(1.047-5.039)
0.019 2.061(1.125-3.774)
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A Immunophenotypes SNP(n P value OR(95% Cl

Memory B cell %lymphocyte 2 o 0.045 0.565(0.323-0.989)
IgD+ CD24+ B cell %lymphocyte 2 - 0.039 0.571(0.336-0.972)
HLA DR++ monocyte %leukocyte 2 » 0.001 0.648(0.5-0.84)
Immature Myeloid-Derived Suppressor Cells %CD33dim HLA DR- CD66b- 2 re 0.032  1.264(1.02-1.566)
Monocytic Myeloid—Derived Suppressor Cells Absolute Count 5 o 0.003 1.205(1.067-1.361)
B cell %lymphocyte 2 - 0.04 0.581(0.346-0.976)
CD45RA+ CD28- CD8+ T cell Absolute Count 418 (] 0.043 1(1-1)
CD3 on HLA DR+ CD4+ T cell 2 o= 0.023  1.28(1.034-1.585)
CD16-CD56 on Natural Killer 8 \a 0.026  1.187(1.02-1.38)
CD45 on B cell 2 . 0.012  1.855(1.146-3.001)
CD4 on HLA DR+ CD4+ T cell 2 = 0.024 1.552(1.06-2.274)
HLA DR on CD14+ CD16- monocyte 5 ° P <0.001 0.823(0.74-0.916)
HLA DR on CD14+ monocyte 5 ° P < 0.001 0.819(0.734-0.913)
HLA DR on monocyte 4 o 0.002  0.824(0.73-0.93)
CD80 on myeloid Dendritic Cell 4 ro— 0.046 1.279(1.005-1.627)
CD80 on CD62L+ myeloid Dendritic Cell 3 re— 0.03  1.345(1.029-1.758)
CD11c on myeloid Dendritic Cell 5 o 0.027 1.323(1.032-1.696)
HLA DR on myeloid Dendritic Cell 6 o 0.009 0.862(0.77-0.964)
HLA DR on CD33+ HLA DR+ CD14- 2 o 0.026 0.848(0.733-0.981)
HLA DR on CD33+ HLA DR+ CD14dim 3 . 0.003 0.769(0.646-0.915)
HLA DR on CD33- HLA DR+ 2 ° 0.009  0.855(0.76-0.962)
B 0 1 3
Immunophenotypes SNP(n) P value  OR(95% Cl)
Monocytic Myeloid—Derived Suppressor Cells Absolute Count 5 e 0.025 1.165(1.019-1.331)
B cell %CD3- lymphocyte 3 8- 0.034 0.797(0.647-0.983)
CD28- CD8+ T cell %CD8+ T cell 3 - 0.025 1.626(1.062-2.489)
BAFF-R on CD24+ CD27+ B cell 8 o 0.043 1.108(1.003-1.223)
BAFF-R on IgD+ CD24+ B cell 6 - 0.044 1.11(1.003-1.229)
BAFF-R on IgD- CD38- B cell 7 - 0.032 1.116(1.01-1.235)
CD27 on memory B cell 7 > 0.04 1.2(1.008-1.428)
CD38 on IgD+ CD38+ B cell 3 e 0.02 1.402(1.054-1.864)
CD3 on Effector Memory CD8+ T cell 3 —— 0.043 1.297(1.008-1.668)
CD3 on HLA DR+ CD4+ T cell 2 i 0.013 1.344(1.063-1.699)
CD3 on CD39+ CD4+ T cell 4 . 0.038 1.166(1.008-1.349)
CD64 on CD14+ CD16- monocyte 8 e 0.007 1.165(1.043-1.302)
HLA DR on CD14+ CD16- monocyte 5 o 0.015 0.866(0.77-0.973)
CD64 on CD14- CD16+ monocyte 2 e 0.026 1.764(1.071-2.906)
HLA DR on CD14+ monocyte 5 o 0.015 0.862(0.764-0.972)
8

CD64 on monocyte e 0.006 1.182(1.049-1.331
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Immunophenot P value OR(95% ClI
HLA DR++ monocyte %leukocyte 2 0.006 0.443(0.248-0.793)
Terminally Differentiated CD4+ T cell Absolute Count —e——— (0.015 3.135(1.247-7.883)
Effector Memory CD8+ T cell %CD8+ T cell 0.038 0.682(0.474-0.98)
CD4+ CD8dim T cell %lymphocyte o 0.047 1.607(1.007-2.563)
CD20 on IgD+ CD24+ B cell 0.01 0.326(0.139-0.765)
CD20 on IgD- CD27- B cell 0.019 0.438(0.219-0.874)
CD20 on naive—-mature B cell 0.028 0.517(0.287-0.932)
CD4 on HLA DR+ CD4+ T cell 0.002 0.239(0.099-0.579)
HLA DR on CD14+ CD16- monocyte 0.002 0.69(0.543-0.876)
HLA DR on CD14+ monocyte 0.002 0.682(0.533-0.873)
HLA DR on monocyte 0.013 0.706(0.537-0.928)
HLA DR on CD33+ HLA DR+ CD14- 0.642(0.466-0.884)
HLA DR on B cell
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Immunophenotypes SNP(n P value OR(95% ClI

CD45RA- CD4+ T cell %T cell 2 > 0.019  1.741(1.095-2.77)
Effector Memory CD4+ T cell %CD4+ T cell 3 - 0.024 1.643(1.068-2.529)
Terminally Differentiated CD8+ T cell %CD8+ T cell 3 o 0.018 0.599(0.391-0.917)
Terminally Differentiated CD8+ T cell %T cell 2 o 0.023 0.53(0.307-0.916)
Terminally Differentiated CD4-CD8- T cell Absolute Count 2 - P <0.001 5.989(2.51-14.29)
Terminally Differentiated CD4-CD8- T cell %CD4-CD8-Tcell 2 ¢ 0.031  0.541(0.31-0.944)
CD14+ CD16- monocyte Absolute Count 3 e 0.007 2.438(1.28-4.643)
CD19 on naive-mature B cell 2 e 0.021 0.195(0.049-0.778)
CD20 on transitional B cell 2 e 0.019 1.829(1.105-3.027)
CD62L on CD62L+ Dendritic Cell 2 - 0.027  1.96(1.078-3.565)
CD86 on granulocyte 2 o 0.045 0.307(0.097-0.973)
FSC-A on Natural Killer 3 e 0.012  0.532(0.325-0.87)
FSC-A on Natural Killer T 2 e 0.002 0.235(0.095-0.584)
CD39 on CD39+ CD8+ T cell 2 . 0.036 1.823(1.039-3.196)
HLA DR on B cell 9 q 0.006 _ 0.785(0.66-0.934)
01 5
Immunophenotypes SNP(n; P value OR(95% CI

CD25++ CD45RA+ CD4 not regulatory T cell Absolute Count 3 0.04 0.567(0.33-0.974)

CD3 on Terminally Differentiated CD8+ T cell

CD3 on HLA DR+ CD4+ T cell

CD3 on activated CD4 regulatory T cell

CD3 on activated & secreting CD4 regulatory T cell
CD3 on CD39+ CD4+ T cell

CD123 on plasmacytoid Dendritic Cell

CD123 on CD62L+ plasmacytoid Dendritic Cell
FSC-A on Natural Killer T

CCR2 on plasmacytoid Dendritic Cell

CCR2 on CD62L+ plasmacytoid Dendritic Cell
CDB80 on plasmacytoid Dendritic Cell

CD80 on CD62L+ plasmacytoid Dendritic Cell 0.011 2.641(1.246-5.596)
SSC-A on plasmacytoid Dendritic Cell e 0.01 2.508(1.243-5.059)

HLA DR on B cell L 0.01 74(0.499-0.909;

0 25

0.041 2.411(1.035-5.619)
0.024 1.843(1.085-3.131)
0.024 1.465(1.05-2.043)
0.024 1.457(1.05-2.023)
0.04 1.412(1.016-1.962)
0.011 2.48(1.229-5.003)
0011  2.5(1.231-5.077)
0.03 0.221(0.057-0.864)
0.048 0.565(0.321-0.994)
0.048  0.564(0.32-0.995)
0.011 2.62(1.244-5.515)

Effector Memory CD4+ T cell %CD4+ T cell 3 . 0.022 2.131(1.114-4.077)
Effector Memory CD4-CD8- T cell %T cell 3 e 0.024 0.378(0.163-0.879)
Terminally Differentiated CD4—-CD8- T cell Absolute Count 2 - 0.001 8.017(2.232-28.798)
CD4+ CD8dim T cell %lymphocyte 3 o 0.036 1.714(1.036-2.836)
BAFF-R on CD24+ CD27+ B cell 8 o 0.019 0.745(0.581-0.953)
BAFF-R on IgD+ CD24+ B cell 6 e 0.003 0.745(0.613-0.905)
BAFF-R on IgD+ CD24- B cell 10 ¢ 0.005 0.769(0.641-0.923)
BAFF-R on IgD+ CD38- B cell 9 ¢ 0.003 0.755(0.626-0.909)
BAFF-R on IgD+ CD38- naive B cell 8 @ 0.004 0.768(0.64-0.92)
BAFF-R on IgD+ CD38+ B cell 10 ¢ 0.005 0.761(0.629-0.92)
BAFF-R on IgD+ CD38dim B cell 10 ¢ 0.004 0.763(0.636-0.915)
BAFF-R on IgD- CD24- B cell 8 e 0.033 0.738(0.558-0.975)
BAFF-R on IgD- CD27- B cell 8 o 0.031 0.738(0.56-0.973)
BAFF-R on IgD- CD38- B cell 7 9 0.025 0.758(0.594-0.966)
BAFF-R on IgD- CD38+ B cell 3 0.047  0.491(0.243-0.99)
BAFF-R on memory B cell 7 o 0.004 0.734(0.595-0.904)
BAFF-R on naive-mature B cell 10 ¢ 0.004 0.762(0.634-0.916)
BAFF-R on unswitched memory B cell 7 e 0.003 0.733(0.596-0.902)
BAFF-R on switched memory B cell 9 e 0.017  0.749(0.591-0.95)
BAFF-R on IgD+ B cell 10 ¢ 0.004 0.764(0.636-0.917)
BAFF-R on transitional B cell 8 o 0.005 0.749(0.612-0.916)
CD19 on CD24+ CD27+ B cell 2 e 0.016 0.577(0.369-0.902)
CD19 on IgD+ CD24- B cell 4 s 0.035 0.581(0.351-0.962)
CD19 on memory B cell 2 e 0.016 0.538(0.325-0.89)
CD19 on unswitched memory B cell 4 s 0.05 0.573(0.328-1)
CD20 on IgD+ CD38+ B cell 5 I* 0.026 1.887(1.078-3.306)
BAFF-R on B cell 10 ¢ 0.005 0.768(0.638-0.923)
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BMAs Tumor

types

Lung cancer

Leptin

Lung cancer
Adiponectin

Colon cancer
Nesfatin-1

Lung cancer
Resistin

Oral cancer
Chemerin

Breast cancer

Chondrosarcoma
Visfatin

Promote or inhibit
tumor
bone metastasis

Impacts

Mechanisms of action

References

Promote Promotion of tumor Induction of EMT via TGF-B (128)
cell migration
Promotion of tumor Inhibition of endoplasmic reticulum stress (129)
cell survival and apoptosis
Promotion of tumor Regulation of apoptotic factors such as Bcl-2 family, (130)
cell survival cysteine proteases,inhibiting apoptosis
Promotion of osteolysis  Increase in ICAM-1 expression,combination with NF- (131)
B inducing OC formation
inhibit Inhibition of osteolysis Inhibition of OB production of RANKL and inhibition (131)
of OC differentiation
Inhibition of osteolysis  Up-regulation of OPG expression and hindering of (131)
RANKL/RANK binding
Promote Promotion of tumor Regulation of VEGF expression and (132, 133)
microenvironment signaling pathways
angiogenesis
Promotion of osteolysis = Direct action on OC to promote OC formation (134)
and activation
Promotion of osteolysis = Regulation of OC differentiation through the RANK/ (135-139)
RANKL, JAK/STAT, and MAPK signaling pathways
inhibit Inhibition of Regulation of OC differentiation through the PI3K/Akt  (140)
tumor proliferation and mTOR signaling pathways
Promotion of tumor Induction of apoptosis by activating AMPK signaling ~ (141)
cell apoptosis to increase the BAX/Bcl-2 ratio
Promote Promotion of tumor Induction of EMT-associated proteins (142)
cell migration
and invasion
Promote Promotion of osteolysis = Activation of NF-xB signaling pathway to promote (143)
OC activation and function enhancement
Promotion of osteolysis  Inhibition of OB differentiation and promotion of OC (144)
activation, leading to bone destruction
Promotion of tumor Promotion of activation of immune inflammatory (145, 146)
microenvironment cells, regulation of cytokines, and affecting the
inflammation tumor microenvironment
Promotion of tumor Activation of signals such as JAK/STAT and PI3K/ (146, 147)
microenvironment AKT to promote angiogenesis
angiogenesis
Promote Promotion Recruitment of immune cells,promotion of (148-150)
of angiogenesis angiogenesis, and regulation of bone remodeling
through Wnt/p-catenin signaling
inhibit Inhibition of osteolysis  Blocking of RANKL inducing OC formation (151)
Promote Promotion of Synthesis of MMPs-2 via pro-inflammatory (152)

tumor migration

signaling pathways

TGE-P, Transforming Growth Factor Beta; EMT, Epithelial-Mesenchymal Transition; Bcl-2, B-cell lymphoma 2; ICAM-1, Intercellular Adhesion Molecule 1; NF-kB, Nuclear Factor Kappa-
Light-Chain-Enhancer of Activated B Cells; OC, Osteoclast; OB - Osteoblast; RANK, Receptor Activator of Nuclear Factor Kappa-B; RANKL, Receptor Activator of Nuclear Factor Kappa-B
Ligand; OPG, Osteoprotegerin; VEGF, Vascular Endothelial Growth Factor; JAK/STAT, Janus kinase/signal transducer and activator of transcription; MAPK, Mitogen-activated protein kinase;
PI3K/AKt, Phosphoinositide 3-kinase/protein kinase B; AMPK, AMP-activated protein kinase; BAX/Bcl-2 ,Bel-2-associated X protein/B-cell lymphoma 2; Wnt/B-catenin, Wingless-related
integration site/beta- catenin; MMPs-2, Matrix Metalloproteinases-2.
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Relationship between
zinc and cancer

Zinc proteins

Action mechanism

Reference

Carcinogenic effect of zinc

The anti-cancer effect of zinc

Zinc finger protein(ZNFs)

Metallothionein(MTs)

Zinc finger protein(ZNFs)

Overexpression of ZNF322A activates genes related to metastasis, tumor
stemness and angiogenesis, thereby promoting the progression of
lung cancer.

Oncogenic zinc finger protein ZNF687 activates PI3K/Akt/mTOR
signaling pathway to accelerate lung adenocarcinoma cell proliferation and
tumor progression.

Zinc finger protein CXXC5 promotes breast cancer by regulating TSC1/
mTOR signaling pathway.

GATA zinc finger protein p66p acts as a co-activator of Snail to promote
breast cancer cell migration

ZNF692 promotes proliferation, migration and invasion of osteosarcoma
cells through TNK2-mediated MEK/ERK pathway activation.

ZNF554 inhibits the progression of endometrial cancer by regulating
RBMS and inactivating WNT/B-Catenin signaling pathway.

Zinc finger protein 263 promotes the malignant progression of non-small
cell lung cancer by up-regulating interleukin 33 and inhibiting autophagy.

Activation of esterase D (ESD) promotes its interaction with MT2 A,
reduces the protein level of MT2 A, up-regulates the concentration of free
zinc ions, and inhibits the migration of A549 lung cancer cells in vitro.

Metallothionein family proteins act as zinc ion regulators to synergistically
enhance the anticancer effect of cannabidiol in human colorectal
cancer cells.

Zinc finger protein ZNF575 promotes the transcription of p53 to inhibit
the growth of colorectal cancer.

The protein expression of ZNF746 is significantly increased in colorectal
cancer. ZNF746 plays an important role in the invasion and migration of
colorectal cancer (CRC) cells.

Zinc finger protein 671 plays a tumor suppressor role in colorectal cancer
by inhibiting Notch signaling pathway.

Zinc exerts its anti-tumor effect by acting on the central cytotoxic T cells
of cellular immunity.

Zinc deficiency promotes the proliferation, migration and invasion of
esophageal squamous cell carcinoma EC109 cells.

(71)

(72)

(73)

(74)

(75)

(76)

(77)

(78)

(79)

(80)

(81)

(82)

(83)

(84)
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pe of canc Expression of zinc transporters Potential tumor markers

Pancreatic cancer ZIP4 increased ZIP4
Prostate cancer ZIP1 ZIP4 decreased. MTs
ER-positive breast cancer ZIP7 increased ZIP7
non-small cell lung cancer ZIP4 increased, ZnTs decreased ZIP4
Hepatocarcinoma ZIP14 ZIP2 ZIP9 decreased ZIP14
stomach and colon cancer ZIP10 increased

ovarian cancer ZIP4 increased ZIP4
advanced kidney cancer ZIP10 increased ZIP10
cervical cancer ZIP7 increased zIp7
Nasopharyngeal carcinoma ZIP4 increased ZIP4
bladder cancer ZnT1 increased ZnT1

oral squamous cell carcinoma

ZIP4 increased
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Groups Number of incident cases/ Disease onset density (/thousand Cumulative incidence

total number person-years) rate (%)

Breast cancer disease

Q1 103/9,091 0.87 1.20 0.01

Q 126/9,243 1.06 1.53

Q3 146/9,270 124 1.70
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Model 1 Model 2

HR rate (95% CI) P rate HR rate (95% Cl)

The whole crowd (n = 27,604)

Triple tile of fasting blood glucose

Q1L 1 1
Q 122 (094, 1.58) 0.14 121 (0.93, 1.57) 0.15
Q 132 (103, 1.71) 0.03 130 (1,00, 1.68) 0.05

P for trend = 0.03 P for trend = 0.05
For every 1 mmol/L increase in fasting blood glucose 1.03 (0.98, 1.09) 0.26 1.03 (0,97, 1.09) 0.40
Egozvzzc:):? ndard deyiation, Increase I fasting 1.05 (096, 1.15) 0.26 104 (0.95, 1.14) 040

Model 1 corrected for age; model 2 corrected for systolic blood pressure, waist-hip ratio <0.8 or waist-hip ratio = 0.8), triglycerides, total cholesterol, frequency of physical exercise (infrequent or
frequent), smoking (yes or no), alcohol consumption (yes or no), and salt intake (light or moderate). *1.57.
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Model 1 (age) Model 2 (Others)

HR rate (95% Cl) P rate HR rate (95% Cl) P rate

Early onset breast cancer

Q1 1 1
Q2 0.92 (0.33, 2.55) 0.88 0.90 (0.33, 2.50) 0.84
Q3 1.04 (0.31, 3.46) 0.95 0.96 (0.28, 3.27) 0.94
| P for trend = 0.99 P for trend = 0.91
For every 1 mmol/L increase in fasting blood glucose 0.98 (0.49, 1.95) 095 0.92 (0.46, 1.87) 0.83
For every 1 standard deviation increase in fasting
blood glucose® 0.99 (0.64, 1.52) 0.95 0.95 (0.61, 1.48) 0.83
Late onset breast cancer
Q1 | 1
Q2 1.22 (0.93, 1.59) 0.16 1.21 (0.92, 1.59) 0.17
Q3 1.30 (1.00, 1.69) 0.05 ‘ 1.28 (0.98, 1.67) 0.07
P for trend = 0.05 | P for trend = 0.07 7
For every 1 mmol/L increase in fasting blood glucose 1.03 (0.97, 1.09) 0.29 1.02 (0.97, 1.09) 0.43
For every 1 standard deviation increase in fasting 1.05 (0.9, 1.16) 029 1.04 (094, 1.15) 043

blood glucose”

Model 1 corrected for age; model 2 corrected for systolic blood pressure, waist-hip ratio (<0.8 or 20.8), triglycerides, total cholesterol, frequency of physical exercise (infrequent or frequent),
smoking (yes or no), alcohol consumption (yes or no), and salt intake (light or moderate). %0.63, *1.68.
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Model 1 (age) Model 2 (Others)

HR rate HR rate P rate
(95% CI) (95% CI)

Breast cancer disease

w1 1 1

w2 1.19 (0.91,1.55) 021 1.19 (0.91,1.55) 021

w3 1.20 (0.91,1.57) 0.19 1.21 (0.91,1.60) 0.19
| P for trend=0.21 P for trend=0.21

For every 1 mmol/L increase 1.14 (0.98,1.33) 0.1 1.15 (0.98,1.36) 0.09

in TyG indexC

For every 1 mmol/L increase 1.09 (0.98,1.21) 0.1 1.10 (0.99,1.23) 0.09
in TyG index!

Model 1 corrected for age; model 2 corrected for systolic blood pressure, waist-hip ratio (<0.8 or 20.8), triglycerides, total cholesterol, frequency of physical exercise (infrequent or frequent),
smoking (yes or no), alcohol consumption (yes or no), and salt intake (light or moderate). %0.67.
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A total of 27,891 women were selected to complete the first physical
examination of the Kailuan Group in 2006, 2008 and 2010.

There were 4 cases of people with malignant
tumors before removing the physical examination.

27604 participants were included.
283 patients with abnormal FPG values
were removed.
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the follow-up period(years)

Q1 9482 9466 9417 9357 9278 8726 7123 3778
Q2 9182 9151 9096 9042 8984 8497 6665 2802
Q3 9222 9163 9070 8964 8842 8329 6515 3088





OPS/images/fonc.2024.1359839/table1.jpg
Variable Q1 Q2 F/y? rate P rate
Age (Xt s, year) 45.82 +12.53 4599 + 11.96 50.74 £ 11.35 503.62 <0.01
‘Waist-to-hipratio (X + s) 0.86 = 0.08 0.86 + 0.08 0.87 + 0.08 132,95 <0.01
Fasting blood-glucose (X s, mmol/L) 432 +0.33 499 +0.16 6.57 + 2.14 7,818.21 <0.01
Glycerin trilaurate [M (P,s, P;5), mmol/L] 1.03 (0.72, 1.50) 1.07 (0.75, 1.55) 1.34 (0.93, 1.99) 1,097.63 <0.01
Cholesterol total (X + s, mmol/L) 4.78 + 1.04 4.87 + 1.02 512+ 1.14 247.02 <0.01
High density lipoprotein cholesterol (x + s, mmol/L) 1.59 +0.47 1.55 £ 0.38 1.57 + 043 15.76 <0.01
:;'o‘li/e]_';sw lipoprotein,cholestesol [M.(Pas. Bye) 209(160,2.65) | 223(174,278)  244(192,302) 81688 <001
Systolic pressure (X + s, mmHg) 119.16 + 19.79 120.66 + 19.47 129.00 + 21.76 624.69 <0.01
Diastolic pressure (X + s, mmHg) 77.16 £ 10.78 78.01 £ 10.65 81.56 + 11.13 426.72 <0.01
Smoke [n (%)) 172 (1.89) 158 (1.71) 192 (2.07) 397 <0.01
Drink [n (%)] 601 (6.61) I 630 (6.82) 517 (5.58) 13.75 <0.01
Do physical exercise regularly [n (%)] 1,199 (13.19) 1,048 (11.34) 1,407 (15.18) 59.44 <0.01

Salt habit the taste is light [n (%)] 1,036 (11.40) 974 (10.54) 1,012 (10.92) 1033 <0.01





