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1. What is the mandatory vaccine against brucellosis?

2. What is the right age to vaccinate an animal with the
B19 dose?
3. What is the age to vaccinate the animal with the
RBS51 dose?
4. How many times an animal must be vaccinated
against brucellosis?

5. What is the marking for animal vaccinated with B19?

6. What is the marking for animals vaccinated with
RB51?
7. Who is in charge of administering the vaccine against
brucellosis?
8. What must be done with the waste generated by the
vaccination?
9. What must be done with vaccination reports,
prescriptions and certificates?
10. How does the vaccination report must be sent to
ovs?

Correct answers (%) - Knowledge level
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1. What is the mandatory vaccine against brucellosis? _ 56,9

2. What is the sex of the animal that has to be

vaccinated against brucellosis? [ 84,5

3. What is the mandatory age for the animal to be I s

vaccinated against brucellosis?

4. How many times the animal must be vaccinated I 5.5

against brucellosis?

5. What is the marking for the animal vaccinated with
s I 517

6. Wat is the marking for the animal vaccinated with
RB51? 172

7. What must be done with the waste generated by the _ 31,0
vaccination? B





OPS/images/fmicb-15-1504488/fmicb-15-1504488-g005.jpg
Correct answers (%) - Knowledge level
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1. What is the mandatory vaccine against brucellosis? I 47
100,0

2. What is the right age for animals to be vaccinated? I
B T T UL TCL L S

vaccinated?

4. What is the marking for animals vaccinated with
B19? I 72,0

5. What s the marking for the animal vaceinated with p
RBS1? 613

6. What must be done with waste generated by — 78,7
)

vaccination?

7. Who can administer the vaccine against brucellosis? I 93,3

8. How often must the registered veterinarians submit e — 82,7
vaccination reports to the OVS? 2

9. What must be done with the vaccination reports S 560

submitted by the registered veterinarian?

10. What is done with the brucellosis vaccination P 86,7
)

certificates submitted by the producer?





OPS/images/fmicb-15-1504488/fmicb-15-1504488-g006.jpg
Brochures
Radio

v

Handbook
Podcast

Plates

AGED website
E-mail
Meeting face-to-face
Instagram
Meeting online

WhatsApp

m Cattle breeders m Registered veterinarians ®OVS servants

m Vaccine retail outlets

o

20

40

60
%

100

120





OPS/images/fmicb-15-1504488/crossmark.jpg
©

2

i

|





OPS/images/fmicb-15-1504488/fmicb-15-1504488-g001.jpg
i MARANHAO

BRASIL






OPS/images/fmicb-15-1504488/fmicb-15-1504488-g002.jpg
1. What is the species the brucellosis vaccine is
mandatory for?

2. What is the sex of the animal that has to be
vaccinated against brucellosis?

3. What is the mandatory age for the animal to be
vaccinated?

4. How many times the animals must be vaccinate
against brucellosis?

5. How can one tell if the animal was already
vaccinated against brucellosis?

6. What is the marking for animals vaccinated with
B19?

7. What is the marking for animals vaccinated with
RB51?

8. What has to be done with the vaccination certificate?

Correct answers (%) - knowledge level
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Strain Host Date Regiol lerd ID  Source Identification SNP type
23RB25956 Sheep 112021 Tlatet Eddouair 26505 Placenta Brucella melitensis 1
23RB25957 Sheep 122021 Tlatet Eddouair 26502 Mastitis Brucella melitensis 1
23RB25958 Sheep 122021 Thatet Eddouair 26502 Foetus Brucella melitensis 1
23RB26011 Sheep 11.2021 Tlatet Eddouair 26502 Milk Brucella melitensis 1
23RB26012 Goat 032021 Rel 26501 Milk Brucella melitensis -
23RB26013 Goat 122021 Moudjbeur 26514 Milk Brucella melitensis -
23RB26256 Goat 012022 Seghouane 26513 Milk Brucella melitensis 2
23RB26257 Goat 012022 Seghouane 26F13 Milk Brucella melitensis 2
23RB26679 Sheep 012022 Seghouane 26513 Milk Brucella melitensis 1

23RB26678 Sheep 03.2020 Dhaya 22502 Milk Brucella melitensis -
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F15-06-7-SRR715544_2006_Human [ Eovet

2014-TE-11329-1-1_2014_Sheep W worocco
2011-TE-1169-1-1_2011_Goat W unisia
2013-TE-29720-1-1_2013_Goat
2018-TE-16373-1-1_2018_Sheep Europe
[] Austria
R3-07-2_2007_NA
[ ray

BCCN 92-121_1992_Human

BCCN 90-27_1990_Human [ sweden
23RB26678 2022 Sheep 22.F02 America
R15-106_2015_Human [ usa

BCCN 91-246_1991_Sheep
BCCN 92-119_1992_Human
BwIM-MAR-25_2016_Human
BwIM-DZA-50_2013_Human
HEA125_2015_Goat

UK31-99-SRR642820_1999_Human
2015-TE-26270-1-1_2015_Human

Bm-505_2013_Human

18RB17250_2015_Sheep
HEA25_2011_Goat

2018-TE-25880-1-1_2018_Cattle
2013-TE-29737-1-1_2013_Sheep
BwIM-XXX-57_2015_Human

—@ BCCN 92-43_1992_Human
BCCN 04-31_NA_Human
Bm-513_2008_Human
23RB26012_2021_Goat 26.F01
BCCN 96-151_1996_Human
2017-TE-3072-1-1_2017_Human
23RB26256_2022_Goat 26.F13
23RB26257_2022_Goat 26.F13
23RB26013_2021_Goat 26.F14
BCON 96-146_1996_Human
Bm-877_2018_Human
Bm-759_2018_Human
23RB26679_2020_Sheep 26.F13
23RB25958_2021_Sheep 26.F02
23RB25957_2021_Sheep 26.F02 § SNP type 1
23RB26011_2021_Sheep 26.F02
23RB25956_2021_Sheep 26.F05

SNP type 2

——@ 2011-TE-6299-1-2_2011_Human

_,—. Human-CT-US-1995_1995_Human
© Feb 94_1994_Human

Ether - reference 0.00066
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Provinces Regions Farms ID cases No. of serum No. of milk

Sheep Goat Sheep Goat

Ain-Tindamin 2503 2 2 0 2 0
Oualla 22505 1 1 0 1 0
Dhaya 22F02 3 0 0 3 0
2501 2 1 1 1 1

22506 1 1 0 1 0

Merin 22508 3 3 0 - -

Sidi-Bel-Abbés,

2F10 1 0 1 0 1

2F1 2 0 2 0 2

Sidi-Chaib. 22507 2 2 0 2 0
Tawrira 2504 5 5 0 5 0
Tlagh 22F09 3 3 0 3§ 0
Total 11 farms 25 18 4 18 4
26.F08 4 3 1 0 15

Moudjebour 26509 1 1 0 - -
26F14 1 0 1 0 1

26501 6 0 6 0 3

Rebaia 26507 1 1 0 - -
26512 4 4 0 4 0

Seghouane 26513 7 3 4 3 4
Médéa 2602 19 16 3 9 2
26503 20 20 0 5 0

2604 1 1 0 - -

‘Tlatet Eddouair 26705 1 1 0 : -
26506 1 1 0 - -

26F10 4 4 0 - -

26F11 4 4 - 3 -

Total 14 farms. 7 59 15 2 1

#Serum samples were lost; "Milk clumps, cannot be pipetted / used for ELISA.
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Variable  Level Blood Milk

positive n  X?Fisher's’ p-value Total Positiven X?Fisher's’ P-value

(%) (%)
Médéa 74 46 (62.2) 34 32(94.1)
Province 831 0.004 7.148 0.008
Sidi Bel-Abbes 2 6(273) 21 14(66.7)
Moudjebour 5 00 1 1(100)
Rebaia n 3(27.3) 7 7(100)
Seghouane 7 7(100) 7 7(100)
‘Thatet Eddouair 51 36 (70.6) 19 17 (89.4)
Ain-Tindamin 2 1(50) 2 1(50)
Region Oualla 1 0(0) 97 0.0001 1 0 1294 0,069
Dhaya - - 3 2(66.7)
Merin 9 4(44.4) 6 4(66.7)
Sidi Chaib. 2 00 2 2(100)
Tawrira 5 1(20) 5 3 (60)
Telagh 3 00 2 2(100)
Sheep 77 40(51.9) a 34(829)
Specie 0771 038 0059 08
Goat 19 12(63.2) 4 12(85.7)
<2 Years 22 13(59.1) 7 4(57.1)
24 Years 16 19.(413) 2 14.(70)
Age group 1322 0.003 185" 0.003
4-6 Years 23 19(82.6) 24 24(100)
>6 Years 5 1(20) 4 4(100)
<50 heads 23 16 (57.1) 19 18(94.7)
50-100 heads 26 19(73.1) 10 8(80)
73410 0.054 325 0338
100-150 heads 38 16 (42.1) 2 17(77.3)
>150 heads 4 1(25) 4 3075)
0 36 16 (44.4) 27 20(74.1)
Previous b1 38 17 (44.7) 20 18 (90)
5989" 0.083 2068" 0389
abortion 2 10 8(80) 3 3(100)
3 2 2(100) - -

“The time point of sample collection relative to parturition or abortion.
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