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Primer

Forward

Reverse

Olfr2 CTTGCTGGCTTCATTGGTTCCG CCATGACAGCAAGAAGGACACAC
Adcy3 CCAACTTTGCTGACTTCTACAC TGTCCAGGAGAGAGTCAAAATC
NEK7 GCTGTCTGCTATATGAGATGGC CCGAATAGTGATCTGACGGGAG
NLRP3 ATTACCCGCCCGAGAAAGG TCGCAGCAAAGATCCACACAG
| ASC GCTACTATCTGGAGTCGTATGGC GACCCTGGCAATGAGTGCTT
Caspase-1 CACAGCTCTGGAGATGGTGA GGTCCCACATATTCCCTCCT
GSDMD CCATCGGCCTTTGAGAAAGTG ACACATGAATAACGGGGTTTCC
1L-1B TTCAGGCAGGCAGTATCACTC GAAGGTCCACGGGAAAGACAC
IL-18 GACTCTTGCGTCAACTTCAAGG CAGGCTGTCTTTTGTCAACGA
Arg-1 CTCCAAGCCAAAGTCCTTAGAG AGGAGCTGTCATTAGGGACATC
iNOS CCCTTCAATGGTTGGTACATGG ACATTGATCTCCGTGACAGCC
TNEF-0. CAGGCGGTGCCTATGTCTC CGATCACCCCGAAGTTCAGTAG
GAPDH GAGCAAGGACACTGAGCAAGA GCCCCTCCTGTTATTATGGGG
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Forward sequence

(5 to 3')

Reverse sequence
(5 to 3')

B-Actin CATCCGTAAAGACCTCTA ATGGAGCCACCGATCCACA
GCCAAC

IL-1B TCCAGGATGAGGACATGA GAACGTCACACACCAGCAG
GCAC GTTA

IL-18 TGGCTGCCATGTCAGAA CCAGGTCTCCATTTTCTTC
GACT AGGT

CTSB CTTCCCATGTCGGCAAT GTGTAGTTGAGACCGGT
CAG GGA

NLRP3 CCTGACCCAAACCCACC TTCTTTCGGATGAGGCTGC
AGT TTA

ASC AGAGACATGGGCTTACAG CCACAAAGTGTCCTGTTCT
GAGC GGC

Caspase- TGCCGTGGAGAGAAACAA TGGTGTTGAAGAGCAGAAA

1 GGA GCA

TNF-ou ACTCCAGGCGGTGCCTA GTGAGGGTCTGGGCCATA
TGT GAA

TGF-B CTTCAGCCTCCACAGAGAA | TGTGTCCAGGCTCCAAAT
GAACT ATAG
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