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Characteristics Number

Total 67
TB 50(Male:33,Famale:17)
Non-TB 17(Male:14,Famale:3)

Age(years)(mean+ SD)

TB 48.52 + 2.85
Non-TB ‘ 59.12 + 4.20
Gender

Male 47

Famale 20

Other Diseasese

Diabetes 3

HIV 8

Classification of specimens

Penetrating the tissues 5
Cerebrospinal fluid 20
Aspirating pus from an abscess. 7 12
Pericardial effusion. 2
Fresh assembly 5
Pleural effusion 16
Marrow |
Urine 1
Peripheral blood 2
Pleural tissue & pleural effusion mixture sample 1
Marrow & blood mixture sample 1

tissues Penetrated & aspirating pus from an abscess

mixture sample

Characteristics include Age, Gender, and Classification of specimens.
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Affected area Male Famale Total

Tuberculosis of the joints 0 2 2
Tuberculous encephalitis/meningitis 14 2 16
Tuberculous pleurisy 12 4 16
Tuberculosis of the chest wall 2 0 2
Tuberculous pericarditis 0 2 2
Tuberculosis of the lymph nodes 3 4 7
Tuberculous abscess of psoas major muscle 1 0 1
Paravertebral tuberculosis 1 1 2
Tuberculosis of the thoracic mediastinum 0 1 1
Tuberculosis of left lumbar vertebra 0 1 1
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0.521(95%CI:0.36-0.68)
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