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Item CON DQ G MQG HQG SEM
14d ACTH (pg/mL) 17.09 + 4.85 21.54+9.17 17.07 £ 6.04 1228 £3.70 15.89 + 8.47 1.38 0.39
CORT (ng/mL) 2.62+0.41 3.7141.88 296 £ 1.35 2.5140.89 293+0.67 0.21 0.44
GH (ng/mL) 4834052 4434049 489%0.37 5.06 % 0.36 5024053 0.35 0.16
21d ACTH (pg/mL) 17.95 £ 2.94° 27.38 £ 1.95 18.70 + 1.16® 16.98 + 1.71° 24.14 £ 151 1.66 0.04
CORT (ng/mL) 3.09£0.70 3.194+0.24 2.8240.40 2724035 3.02+£027 0.08 0.33
GH (ng/mL) 5.12 4 048" 4.49 £ 0.39° 5.26 £0.51* 5.54 4 0.49* 4.87 %+ 0.40 0.91 0.02

CON, control group; DQ, diquat group; LQG, low-dose quercetagetin group; MQG, medium-dose quercetagetin group; HQG, high-dose quercetagetin group; ACTH, adrenocorticotropic
hormone; CORT, corticosterone; GH, growth hormone; SEM, standard error of the mean (n = 6).

In peer data, no letters or the same letters indicate no significant difference (P > 0.05), different lowercase letters indicate a significant difference (P < 0.05).
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It Control G1 G2
Goods

09940 09940 09940
coverage
ASVs 356041764 3826642306 443503917
Chaol  40092£2134 4323243141 4837243995
Shannon 5934013 | 599£008 | 6142020
Simpson  0964000° | 096£000° | 0964000°

“*Values within a row with different letters differ significantly (p <0.05).
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4233043443
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Control Gl G2 G3 p- value
Week 1 1478 £053 1524040 15.46 £ 0.80 1503060 0121
Week 2 18314026 18144083 1817069 18224061 0649
Week 3 3449227 3450+ 117 34494117 3415£255 0953
Week 4 45244133 45,69+ 1.41 45734135 4596178 0910
Week 5 63194085 63214112 62794085 63344120 0840
Week 6 68.59 £ 1.40 6845+ 158 68.76+1.10 69.00+1.33 0932
Week 7 7247 £1.71¢ 75,65+ 2.66% 7421+ 175" 7649 +235" 0.000
Week 8 7877+ 2.70° 8195+ 3.30% 83574171 83.79+3.50° 0.005
Week 9 88374448 9169 +3.78 89.54:+3.61 90.66 +3.61 0208
Week 10 95814323 99.51+6.60% 95.67+293" 10130 £ 2.56" 0020
Week 11 10123+ 187 10437 £8.09 10086 + 3.23 101,05 +3.91 0542
Week 12 9691 £3.75 98.46+3.40° 92.86+5.73" 96.98 +3.44" 0.003
Week 13 11437 £11.24 11146 £ 893 11005 839 11603738 0233
Week 14 10358 +7.58" 10474 £ 4.68° 105.02:+7.34° 112,68 £ 5.96" 0005
Week 15 12024 £ 1107 12175728 11840628 12433 £641 0520
Week 16 119.40 £ 6.85° 12092 £ 806" 123024 7.76" 127,65+ 7.50° 0042
Week 17 11883 %677 12083 £ 595" 123,67 +5.62" 131.07£621° 0.000

‘Control, no additives; G1-3: GOD 4 /g, 20 Urg, and 100 Ulg. *Values within a row with different letters differ significantly (p <0.05),
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Treatmel Control G1 G2 G3 p- value
Starter phase (d0-21)

ADG (g/d) 11394092 1140+ 0.6 1161064 11784065 0523
ADFI (g/d) 2253+ 0.66 22634041 22704057 2247+075 0885
FCR 199017 1.99.£0.09 196+0.11 191£0.10 0357
Survival rate (%) 100 100 100 100 1
Grower phase (d22-56)

ADG (g/d) 23504097 22744083 22744044 23294080 0246
ADFI (g/d) 65.65 090" 66.99  1.01° 67.01£052 67724063 0
FCR 2804012 295009 2954006 29140.10° 0036
Survival rate (%) 100 100 100 100 1
Finisher phase (d57-119)

ADG (g/d) 1292168 1393173 1404 £ 136 14944178 019
ADFI (g/d) 1122225410 113,03 £ 408" 1n217+461° 11812373 0003
FCR 8804101 8224104 806082 8024105 0462
Survival rate (%) 100 98.90 £ 3.48 99.00£3.16 97.90+ 443 061
Starter to finisher phase (d0-119)

Initial weight (g) 30,50 £0.33 30454028 30454028 3040+ 0,39 0.967
Final weight (g) 227049 + 66.84" 227431 £ 4112 229106 + 4845 2348.53 £ 85.29" 00499
ADG (g/d) 18824056 1886+ 034 19.00 041 19.48 4072 00502
ADFI (g/d) 79.68 4 152" 80.89 2,07 80.13 182 82774157 0.001
FCR 4244013 4294015 42011 4254017 0856
Survival rate (%) 100 98.90 £ 3.48 99.00+3.16 97.90+4.43 061

ADG, Average daily gain; ADFI, average daily feed intake; FCR, feed conversion ratio. 'Control, no additives; G1-3: GOD 4 Urg, 20 Urg, and 100 Ulg, **Values within a row with different
etters differ significantly (p <0.05).
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Treatment! Control Gl G2 G3 value
SOD (U/mL) 44461 £160.73 495.15.£67.17 57458 +77.82 52609 4299 0.468
MDA (nmol/mL) 3784165 378019 3222107 2674067 0552
GSH-Px (U) 237143+ 318.16" 2447.62 £ 280.43" 3419.05 +847.73" 436190  554.27" 0.007

‘Control, no additives; G1-3: GOD 4 /g, 20 Ulg, and 100 Ulg. *Values within a row with different letters differ significantly (p <0.05).
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Villus Height (um)
Duodenum
Jejunum

Tleum

Control

1447.02 % 157.89"
129242 £ 24135
1083.59 £ 86.20

Intestinal Crypt (um)

Duodenum
Jejunum
Teum
v/C
Duodenum
Jejunum
Teum

‘Control, no additives; G|

268,19+ 67.49
197.13 £ 68.01

15399+ 9.6

593092
741119

7414022

G1

1985.97 + 195.10°
148032 £ 18552

114688 £ 6220

28350 +5.97
197.33 £ 1041

15640 £ 1655

790125
793119

8364017

G2 G3

162401 £ 199.22° 157092 % 171.09°
139497 £ 257.50 156105+ 61.98
1153.21 £ 232.83 1333.68 £ 57.82
247.52436.04 3251246943
187.09 + 54.72 25348+ 80.74
157.81£17.61 161.18 £ 4195
685£020% 5214 110"
816115 6854214
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GOD 4 Ulg, 20 Ug, and 100 Ulg. “*Values within a row with different letters differ significantly (p <0.05).
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ltem co DQ LQG \[ele] HQG SEM

14d BW (g) 1,108.85 + 187.48 946.94 + 21.46 1,221.50 £ 53.23 1,235.33 £ 58.23 1,198.00  51.30 44.49 0.17
ADFI (g) 87.19:+£933 90.76 & 18.35 89.83  13.04 99.34  8.93 93.72£5.58 274 022
ADG (g) 4243 +8.59 36.53 % 17.65 47.98 £2.29 49.51£2.79 45.82£253 241 047
FG 2.00 £ 0.08 2.02 £ 0.09 197 £0.08 1.95 £ 0.03 2010.11 0.02 0.70

214 BW (g) 1,537.67 % 61.60% 1,492.00 £ 69.66° | 1,646.67 £ 40.61° | 1,674.67 % 63.26" 1,510.33 & 78.68° 2425 0.02
ADFI (g) 91.40 & 12.694 6751 4 27.02% 97.77 £ 5.624 105.59 & 5.374 102.57 & 4.86% 453 <0.01
ADG (g) 57.19+3.38" 48.86 +2.95 53.57 + 1.89% 59.19 4 3.26" 58.00 £ 5.39° 125 0.03
EG 1.90 + 0.1 2.014028" 1.65 % 0.06 1.57 4 0.08° 1.86 % 0.20°¢ 0.05 0.04

CON, control group; DQ, diquat group; LQG, low-dose quercetagetin groups MQG, medium-dose quercetagetin group; HQG, high-dose quercetagetin group; BW, body weights ADG, average

daily gains ADF, average daily feed intake; FiG, feed-to-gain ratios SEM, standard error of the mean (1 = 6).

In peer data, no letters or the same letters indicate no significant difference (P > 0.05), different lowercase letters indicate a significant difference (P < 0.05), and different uppercase letters

indicate an extremely significant difference (P < 0.01).
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Ingredients

Corn 58.80
Soybean meal 33.80
Soybean oil 3.00
Dicalcium phosphate 1.80
Limestone 122
Salt 0.37
L-Lysine 0.03
DL-Methionine 0.07
Premix* 0.80
Choline 0.11
Total 100.0

Nutrient levels®

Metabolizable energy (M]/kg) 12.62
Crude protein 19.65
Calcium 1.02
Available phosphorus 0.42
Lys 115
Met 0.40
Cys 036

Premix provided the following per kilogram of diet: vitamin A: 9,000 IU, vitamin D3: 3,000
IU, vitamin E: 26 mg, vitamin K3: 1.20 mg, vitamin B: 13.00 mg, vitamin B2: 8.00 mg, vitamin
B6: 4.40 mg, vitamin B12: 0,012 mg, nicotinic acid: 45 mg, folic acid: 0.75 mg, biotin: 0.20 mg,
choline: 1,100 mg, calcium pantothenate: 15 mg, Fe: 100mg, Cu: 10 mg, Zn: 108 mg, Mn:
120mg, I: 1.5 mg, and Se: 0.35 mg.

bCrude protein is a measured value, while the others are all calculated values.
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Genes Gene bank N Primer sequence: Length (bp)

B-Actin NM_205518 F-GCCAACAGAGAGAAGATGACAC 118 bp
R-GTAACACCATCACCAGAGTCCA

Nrf2 NM_205117.1 F-GATGTCACCCTGCCCTTAG 215bp
R-CTGCCACCATGTTATTCC

SoD NM_205064.1 FE-TTGTCTGATGGAGATCATGGCTTC 98 bp
R-TGCTTGCCTTCAGGATTAAAGTGA

CAT NM_001031215.1 F-GTTGGCGGTAGGAGTCTGGTCT 182bp
R-GTGGTCAAGGCATCTGGCTTCTG

GSH-Px NM_001163245.1 F-CAAAGTTGCGGTCAGTGGA 136 bp
R-AGAGTCCCAGGCCTTTACTACTTTC

Keapl XM_015274015.1 F-TGCCCCTGTGGTCAAAGTG 104 bp
R-GGTTCGGTTACCGTCCTGC

E, forward primer; R, reverse primer; B-Actin, beta-actin; Nrf2, nuclear factor erythroid-2-related factor 2; SOD, superoxide dismutase; CAT, catalase; GSH-P, glutathione peroxidase; Keapl,

kelch like ECH associated protein 1.
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