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Sample name Assembled transcripts  Total assembled (bp) Mean transcript size Max transcript size

(no.) (bp) (bp)
Merged 51,353 9,74,67,567 1,898 33,235
GL 13001 (Control) 36,081 7,22,83,697 2,003.40 33,235
GL 13001 (Treatment) 39,186 7.80,82,916 1,992.60 33235
KWR 108 (Control) 37,496 7,52,13,757 2,005.90 33,235

KWR 108 (Treatment) 37,304 7,403,603 1,984.60 33,235
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Transcripts Total Down- Up- Significant- Significant-up- Total

combinations transcripts regulated regulated down- regulated significant
regulated transcripts
GL 13001 (Treatment vs. 32,430 15,428 17,002 2,835 4,669 7,504
Control)
KWR 108 (Treatment vs. 31,038 15,789 15,249 3,139 3,559 6,698
Control)
The stat

s of alculating up and down-regulated genes were log2FC> 0 (up-regulated), log2FC <0 (Down-regulated), log2FC >0 and q value <005 (significantly up-regulated) and log2FC <0
and g value < 0.05 (significantly down-regulated).
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ERF gene Id

LOCI01488294
LOCI101489178
LOCI01490960
LOC101494217
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LOCI01501427
LOCI01502122
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G6PD

(bp) s the expected amplicon s

Forward primer sequence

ACACTCGTCAAGTTGCTGCT
(CCAACGCCAACAACCTCAAC
GTCCTTGGGGGAAATACGCA
TCCGAAACCGGAGGTGATTG
AGTTCAGAGGCGTAAGGCAG
GGAAATTCGCGGCGGAGATA
ATACTGCGCTTAGCGTTGGT
CGCTGAGATTCGTCTCCCTC
CCAGCAGAGATTCGTGACCCA
TCTGTCTCCGGTGGAGTTCA
GAAGATTGATACCGTTTCTGGAG
CGCTTCCTCTGTTTCCTGGT
AGAAGGCCATGGGGGAAATG
GGTCAAGGAAGAACCTCAACCT
CTGCTTCCTCCTCCTCCTCT

GCAATTTGCAACACCTTAGTGG

e (base pair).

Reverse primer sequence

TGAGGGTCCTTGAGAAGAAGG
GCCTTCTTCTAACCCCTCGG
GCAGCTTCTTCAGCTGTTTGG
TTTCCCCACGGTCTTTGTCT
CCGCCGTGTTAAAAGTTCCG
AAGCAAGTGCTGCTGCTTCA
CGCTCATAATCCACGACGGA
CTTAAAAGCTTCGCGGTCGT
ACATCATAAGCACGTGCAGC
ACAACGGTGGAGGTTCGTTT
GCTGTCTGTTGTACTTCTTCCAC
GAAGGTGGTAAACCCGACCC
TAGCAGCTTCCTCAGCAGTG
GCCCATTTTCCCCAAGGTCT
CGGGTCGGGTGACTCATAAC
GTGGTTGAACAACTTCAGCGT
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Sample name Total reads (R1 +R2) Total bases (R1+R2) Total data (~Gb)

GL 13001 (Control) 33,192,474 4,94,41,97,791 494
GL 13001 (Treatment) 37,051,762 5,55,45,96976 555
KWR 108 (Control) 35184976 5.24,08.35.996 524

KWR 108 (Treatment) 42432918 6,30,99,29,526 631

Rl and R2, two technical replicates; Gb, Gigabase.
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Sample name Total reads Mapped reads Mapped read (%) = Uniquely mapped = Uniquely mapped

(no) reads (no.) reads (no.)
GL 13001 (Control) 33,192,474 29,327,660 8836 27482204 8280
GL 13001 (Treatment) 37,251,762 35,757,750 95.99 33,881,974 9095
KWR 108 (Control) 35,184,976 33,512,528 95.25 32,497,028 9236

KWR 108 (Treatment) 42432918 40,655,068 95.81 23111318 5447
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Treatme Description in details

1 Blank PDB culture solution (CK)

I Antagonistic endophytic fungus fermentation
broth

it Blank PDB culture solution + TR4 spore broth
(TR4)

v Antagonistic endophytic fungus fermentation
broth + TR4 spore broth

v Blank PDB culture solution + GFP-TR4 spore
broth (GFP-TR4)

VI Antagonistic endophytic fungus fermentation
broth 4 GFP-TR4 spore broth
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Strain TR4 colon: Inhibition rate

diameter (c (%)
YNF2217+TR4 1.98 £ 0.03b 77.63£0.3
TR4 8.87+0.03a
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Treatment Leaf Leaf Pseudostem  Fresh weight  Fresh weight
length number girth of the of the
aboveground = underground
CK 17654059 | 2145£0.50b | 11.00£036b | 4.73%0.16b 16.83 % 0.44b 33.90 £ 1.57b 27.80 £ 0.96b
| YNF2217 2097£076a | 25294075 | 1245032 6.13£0.17a 20.86 & 0.61a 58.64+3.03 45.85 % 2.452
| TR4 15301904 | 2068+038b | 1024 035b 330017 1525+ 031c 3277+ 14db 21.50 £ 0.68¢
| YNE2217+TR4 19204 131b | 2447£040a | 1080£030b | 4.60 % 0.10b 17.91 £ 031b 53.03 + 1.96a 41.97 £ 1.14a
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