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Bacterial isolates (No.)

No of isolates with the following MIC (ug/ml)

MIC range (ug/ml)

MICso (ug/ml)

MICqp (ug/ml)

1 2 8 16 32 >64

S. aureus (19) 1 12 6 4-16 8 16
I S. epidermidis (27) 1 5 20 1 1-16 8 8

S. felis (51) 1 9 41 2-8 8 8

S. pseudintermedius (80) 1 22 57 1-8 8 8

S. schleiferi (64) 1 3 48 12 1-8 4 8

E. coli (20) 20 >64 >64 >64

P. aeruginosa (16) 16 >64 >64 >64

*MIC, minimum inhibitory concentration; MICso, MIC of 50% of the isolates; MICqq, MIC of 90% of the isolates.
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Gene accession St i o o Signal Subcellular
a Description of the identified protein N S

No. peptide localization'

WP_105963101.1 helix-turn-helix transcriptional regulator 25,492 4.89  No Cytoplasm 0.19
[Staphylococcus]

WP_014613648.1 MAP domain-containing protein [S. 27,424 9.86  Yes Cytoplasmic membrane 436
pseudintermedius)

‘WP_110159498.1 SAR2788 family putative toxin [S. 27,559 9.48  Yes Extracellular 0.16
pseudintermedius]

WP_014612681.1 response regulator transcription factor 27,322 517  No Cytoplasm 0.18
[Staphylococcus]

“NCBI reference sequence (https://www.ncbi.nlm.nih.gov/).

*Prediction of signal peptide and cleavage sites by SignalP 3.0 (https://services.healthtech.diu.dk/service.php?SignalP-5.0).
“Prediction of cellular location by PSORTb v3.0 (https:/psort.org/psorth).

4Exponentially modified protein abundance index.
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MIC (pg/ml)

Bacteria MBC (ug/ml)
Agar dilution Broth microdilution

S. aureus ATCC 29213 4 2 8
S. carprae KCTC 3583 2 ‘ 2 4
S. epidermidis ATCC 12228 1 1 4
S. felis ATCC 49168 2 1 4
S. intermedius KCTC 3344 2 1 4
S. pseudintermedius ATCC 49051 2 1 2
S. saprophyticus KCTC 3345 2 1 2
S. schleiferi ATCC 43808 1 ‘ 1 1
E. coli ATCC 25922 >64 >64 >64
P. aeruginosa ATCC 27853 >64 >64 >64

*MIC, minimum inhibitory concentration; MBC, minimum bactericidal concentration.
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