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PtrTCL1-Nde1F
PtrTCL1-Sac1R
PtrTCL2-Nde1F
PtrTCL2-Sac1R
PtrTCL3-Nde1F
PtrTCL3-Sac1R
PtrTCL4-Nde1F
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PtrTCL5-Sac1R
PtrTCL6-Nde1F
PtrTCL6-Sac1R
PtrTCL7-Nde1F
PtrTCL7-Sac1R
PtrTCL8-Nde1F
PtrTCL8-Sac1R

5'-CAACATATGGATAGACGTCGCAGG-3'

5'-CAAGAGCTCT

[TAAGAGGTATTAGGAATTAC-3

5'-CAACATATGGATAGACGTCGCAAG-3
5'-CAAGAGCTCTTAGGAATGACATCTC-3
5'-CAACATATGGAGAGTATGAACCGC-3
5'-CAAGAGCTCTCAACTAGAAGTCCTAG-3

5-CAACATATGT

CCCTTCAATTTCAC-3

5'-CAAGAGCTC

5'-CAACATATGGCTGACTTGGATCAC-3

TACTGACTTGTAGAGTATC-3

5-CAAGAGCTC

TACTGACTTGTAGAGTATC-3

5'-CAACATATGGCTGACTCTGAACATTC-3'
5-CAAGAGCTCTCATTCACTTGTAGAGTATC-3’
5'-CAACATATGGCTGACACTGAACATTC-3
5'-CAAGAGCTCTCATTCACTCGTAGAGC-3'
5'-CAACATATGGCTTGCTCGGGTCAC-3'

5'-CAAGAGCTC

CATCTTTCCTTTGATGATC-3'
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Full name.

TRY TRIPTYCHON

cPe CAPRICE

ETC1 ENHANCER OF TRY AND
cpct

ETC2 ENHANCER OF TRY AND
cpc2

ETC3/ ENHANCER OF TRY AND

cPL3 CPC3/CAPRICE-LIKE MYB3

oL TRICHOMELESS1

TCL/ TRICHOMELESS2/CAPRICE-

cPLA LIKE MYB4

Locus identifier

At5g53200
At2g46410
At1g01380

At2g30420

At4g01060

At2930432

At2930424

Phenotype of single

mutant

Trichome Root hair

Trichome Reduced

clusters on leaf

Increased on  Strongly

leaf reduced

Wid type-ike  Wild
typedike

Siightly Wiid

increasedon  typerlike

leaf

Siightly Siightly

increased on  reduced

leaf

Increasedon  Wild

upper typelike

inflorescence

stem and

pedicel

Increased on  Wild

upper typedike

inflorescence

stem and

pedicel

Phenotype of
overexpressor

Trichome

Reduced

Reduced

Reduced

Reduced

Reduced

Reduced

Reduced

Root hair

Increased

Increased

Increased

Increased

Increased

Wild
typedike

Wild
typedike
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Schellmann et al,, 2002
Wada et al., 1997, 2002

Esch et al., 2004; Kirk et al
20042
Kirik et al., 2004b

Simon et al., 2007; Tominaga
etal., 2008; Wang et al, 2008;
Wester et al., 2009
Wang et al., 2007

Gan etal, 2011
Tominaga-Wada and
Nukumizu, 2012
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Enzyme o subunit « subunitgene name(s) B subunit B subunitgene name(s)

Farnesyltransferase PFT/PGGTa  PLP (At3g59380) PFTB ERAT (At5g40280)
Geranylgeranyltransferase PFT/PGGTa  PLP (At3g59380) PGGTB GGB (At2g39550)
Rab geranylgeranyltransferase  Rab-GGTa  RGTA1, RGTAZ (At4g24490, At5g41820)  Rab-GGTB  RGTBI, RGTB2 (At5g12210, At3g12070)
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Protein Species Function Reference

SnRK1 Arabidopsis Protein kinase Pierre etal. (2007)

ARAB Arabidopsis RabGTPase Ueda etal. (2001), Boisson etal. (2003)
S0s3 Arabidopsis Calcinurin B-like protein Ishitani etal. (2000)

PTO Tomato Protein kinase De Vries etal. (2006)

cBL1 Arabidopsis Calcinurin B-like protein Batistic etal. (2008)

AtPCaP1 Arabidopsis Cation-binding protein Nagasaki etal. (2008)

NtCDPK2 Tobacco Calcium-dependent protein kinase Witte etal. (2010)

CPK3 Arabidopsis Calcium-dependent protein kinase MehImer etal. (2010)

AtTrxh9 Arabidopsis h-type thioredoxin Meng etal. (2010), Traverso etal. (2013)
BON1 Arabidopsis Copine protein Li etal. (2010)

CBL4 Arabidopsis Calcium sensor Held etal. (2011)

CAST AWAY Arabidopsis Cytoplasmic receptor kinase Burr etal. (2011)

RPP1-WsB Arabidopsis Leucine-rich repeat Takemoto etal. (2012)

RPS5 Arabidopsis Nucleotide-binding Takemoto etal. (2012)

PBS1 Arabidopsis Protein kinase Takemoto etal. (2012)

POLTERGEIST Arabidopsis 2C-type protein phosphatase Gagne and Clark (2010)
POLTERGEIST-LIKE Arabidopsis 2C-type protein phosphatase Gagne and Clark (2010)

PP2C74 Arabidopsis 2C-type protein phosphatase Tsugama etal. (2012b)

PP2C52 Arabidopsis 2C-type protein phosphatase Tsugama etal. (2012a)

PCaP1 Arabidopsis Cation binding protein Vijayapalani etal. (2012)

CAN1 Arabidopsis Nuclease Lesniewicz etal. (2012)

CAN2 Arabidopsis Nuclease Lesniewicz etal. (2012)

GPA1 Arabidopsis Heterotrimeric G protein alpha subunit Boisson etal. (2003), Feng etal. (2013)
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