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ORF length Protein Isoelectric Molecular Subcellular
Gene name Gene ID! Gene location (bp) length point mass (KDa) localization
GmG6PDH1 Glyma.03G229400.1 Gm3 1839 612 6.58 68.8 Plastidic
43144328-43150674
GmG6PDH2 Glyma.19G082300.1 Gm19 1557 518 6.32 59.3 Cytoplasmic
29813147-29821693
GmG6PDH3 Glyma.08G199000.1 Gm8 1767 588 8.76 66.3 Plastidic
16078525-16083556
GmG6PDH4 Glyma.16G063200.1 Gm16 1557 518 5.80 59.3 Cytoplasmic
6210393-6217815
GmG6PDH5 Glyma.02G096800.1 Gm2 1809 602 8.28 68.2 Plastidic
8700742-8705334
GmG6PDH6 Glyma.19G077300.1 Gm19 1560 519 6.32 59.7 Cytoplasmic
27787739-27797138
GmG6PDH7 Glyma.18G284600.1 Gm18 1806 601 7.63 67.9 Plastidic
56525770-56534088
GmG6PDHS Glyma.07G013800.1 Gm7 1767 588 8.03 66.5 Plastidic
1073133-1082652
GmG6PDH9 Glyma.19G226700.1 Gm19 1815 604 6.37 68.1 Plastidic

47838450-47844119
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RILs (n = 150)
Traits Average

HH103 Rif? Nodule number 8.1

Nodule cry weight (mg) 75
HH108 RiffQNopD Nodule number 1.2

Nodule dry weight (mg) 99°
HH103 RifQTts! Nodule number 7.0

Nodule cry weight (mg) 73

“Indlicates significant differences with different inoculations, p < 0.05,

“indicates p < 0.01.

Standard deviation

109
149
7.0
184
a4
7.2

Parents (average)
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13435
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Strain Trait Le/QTL Chrom. Start position (cM) End position (cM) Lop® R (%)° ADD®

HH103QNopD NOW QK/NDWOT 9 68.81 7181 3.00 578
QB1/NDWO2 1 50.31 53.31 3.70 9.36
NN QG/NNO1 18 42.91 45.91 3.30 2,08
QUNNO2 19 131.73 134.73 3.80 0.62
QUNNO3 19 116.92 119.92 3.20 183
HH103QTts/ NOW QAZ/NDWO3 8 61.41 64.41 350 1.31
QUNDWO4 19 116.92 119.92 3.90 5.38
NN QD1B/NNO4 2 28.11 3111 3.90 6.47
QDTB/NNOS 2 124.32 127.32 4.80 3.70
QD2/NN0B 17 31.81 348 3.60 7.12
QUNNO7 19 109.52 112,52 4.00 253 095

2LOD, log of odds. ®R? (%), the contribution rate of the QTL. °ADD, the addtive effects contributed by the QTL. LG, linkage group; QD1b, chromosome 2; QA2,
chromosome 8; QK, chromosome 9; QB1, chromosome 11; QD2, chromosome 17; QG, chromosome 18; QL, chromosome 19.
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