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Integrated metabolome and transcriptome analysis identifies candidate
genes involved in triterpenoid saponin biosynthesis in leaves of Centella
asiatica (L.) Urban

By Wan L, Huang Q, Li C, Yu H, Tan G, Wei S, El-Sappah AH, Sooranna S, Zhang K, Pan L, Zhang
Z and Lei M (2024) Front. Plant Sci. 14:1295186. doi: 10.3389/fpls.2023.1295186
The funder “the Guangxi Science and Technology Base and Talent Project”, “Guike

AD22080016” to “Ming Lei” was erroneously omitted.

The correct Funding statement is “The author(s) declare financial support was received

for the research, authorship, and/or publication of this article. This research was funded by

the Guangxi Science and Technology Base and Talent Project (Guike AD22080016), the

Natural Science Foundation of Guangxi Province (2023GXNSFAA026330 and

2020GXNSFAA159151), Guangxi Science and Technology Base and Special Talents

(Guike AD22035026), Scientific Research Funding Project of Guangxi Botanical Garden

of Medicinal Plants (GYJ202008), Innovative Team for Traditional Chinese Medicinal

Materials Quality of Guangxi (GZKJ2305) and the Key Laboratory Construction Program

of Guangxi Health commission (ZJC2020003).”
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