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Tetrastigma (Mig.) Planch. is one of the most species-rich genera of the economically
and agronomically important grape family Vitaceae. It includes ca. 95 species widely
distributed in the tropics and subtropics of Asia and Australia. Species of Tetrastigma
exhibit great diversity in both vegetative and reproductive characters. Here we inferred a
well-supported phylogeny of Tetrastigma based on ten chloroplast DNA regions with
an expanded taxon sampling of 72 species and two varieties. Our molecular results
support six major clades within Tetrastigma and the relationships among these clades
were well-resolved. We also documented seed morphology of 44 species covering the six
major clades of the genus. Ancestral states of eight characters (seed shape, seed surface
rumination pattern, chalaza length/width ratio, chalaza position, ventral infold position,
ventral infold divergence, ventral infold depth in cross section, and endosperm shape)
were reconstructed in Mesquite and R with four models. Character optimizations suggest
that all character states have evolved multiple times except that the irregular-shaped
surface rumination has derived only once in Tetrastigma. We evaluated the taxonomic
importance of seed morphology and identified potential morphological evidence to
support each major clade. Our comprehensive analyses of Tetrastigma shed insights into
the infrageneric classification of this morphologically diverse and ecologically important
genus in tropical and subtropical Asia.

Keywords: character evolution, classification, molecular phylogeny, seed morphology, Tetrastigma, Vitaceae

INTRODUCTION

Tetrastigma (Miq.) Planch. of Vitaceae (the grape family) contains ca. 95 species of climbers,
which are predominantly distributed in the Asian tropics and subtropics with a few species
extending to Australia (Stssenguth, 1953; Wen, 2007; Chen et al., 2011a,b). The grape family
is of great economical and agronomical importance, containing the grape genus Vitis L., and is
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Malesian region (circle), and Sino-Himalayan and Indochina region (triangle).

FIGURE 2 | Maximum likelihood (ML) tree for Vitaceae based on the combined 10-cp data set (atpB-rbcL, atpF-atpH, matK, psbK-psbl, rbcL, rpoC1,
rps16, trnC-petN, trnH-psbA, trnL-trnF). (A) A phylogram overview is shown in the upper left-hand corner with the scale bar indicating the average number of
nucleotide substitutions per site. (B) Six major clades designated in this study are highlighted with different color branches and vertical bars on the cladogram. ML
bootstrap and Bayesian PP-values are indicated above branches (“*” represents BS = 100% or PP = 1.00; “~" indicates BS < 50% and PP < 0.5). Biogeographic
distribution regions of Tetrastigma follow Chen et al. (2011a,b) and are indicated with symbols at the right of each taxon name: the Australian region (square), the

= 1.00, BS = 100%; Figure 2). All the remaining taxa grouped
in another well-supported lineage (PP = 1.00 and BS = 99%;
Figure 2). Clades II-V formed a well-supported monophyletic
group (PP = 0.98; BS = 94%), which was supported as sister
to clade VI. We consider them as four separate clades (clades

II, 111, IV, and V) in this study due to the absence of distinct
morphological characters to support this group as a single clade.
The strongly supported clade VI (PP = 1.00; BS = 99%; Figure 2)
includes the largest number of species of Tetrastigma (ca. 41
species).
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Seed Morphology

Seed morphology of representative species from clades I-VI
are presented in Figures 3A-L and Figures 4A-L. Seed size
of the observed species ranges from 2 mm in Tetrastigma
pedunculare Planch. (Figure 3B) to 18 mm in T. jinghongense
C.L. Li (Figure4A). Seed shape is usually obovoid-elliptic
(Figures 3A,F-H, 4K,L), obtriangular (Figures 3B,L]), elliptic
(Figures 3C-E, 4A-]), or obovoid (Figures 3K,L). Sclerotesta
thickness is moderate to thin with a uniseriate layer of columnar
epidermal cells. The raphal ridge is less prominent on the
ventral side and ruminations on the seed surface appear to be
radiating away from the center toward the margins. The pattern
of these ruminations is mostly horizontal or irregular, however,
T. hypoglaucum Planch. ex Franch. (Figure 3H), T. hemsleyanum
Diels and Gilg (Figure 4K), and T. tonkinense Gagnep. have
smooth seeds lacking ruminations based on our observation,
however, there are five ruminations on the ventral side of T.
hemsleyanum in Figure 1-10C of Chen (2009). Seeds of most
species have prominent beaks with an acute or acuminate apex
but inconspicuous beaks were also found, for example in T.
caudatum Merr. and Chun (Figure 4J). The chalaza is not sunken
deeply into the seed surface and the apical notch spreads at a
wider angle (> 155°) in most of the species with obovoid-elliptic
and elliptic seeds (Figures 3B-H,K,L, 4B-E,G-K). However, the
apical margin is conspicuously grooved for most species with
obtriangular seeds (Figures 3LJ). An elongated chalazal knot
(length/width ratio >4) is present on the dorsal side of the
seed surface that extends up to the middle (Figures 3B,L,J, 4L)
or the entire surface (Figures 3A,C,H,K,L, 4A-I), whereas the
chalaza resides in the center of the dorsal surface for most
species with an oval to pyriform chalaza (length/width ratio
< 4) (Figures 3D-F, 4J,K). A pair of ventral infolds present on
the seed surface usually diverges away from each other toward
the margins at different positions (Figures 3B-L, 4A-LK,L), but
sometimes these ventral infolds remain parallel from the base to
the apex (Figures 3A, 4J). Ventral infolds diverged from the base
covered %2-% of total seed surface. Parallel and ventral infolds
diverged from the middle or above and usually cover the entire
seed surface except in T. papillosum Planch. and T. pedunculare
(Figure 3B) and T. formosanum (Hemsl.) Gagnep. (Figure 4L),
which have ventral infolds that diverged above the middle but
do not cover the entire seed length. Broad, circular ventral
infolds are less common in Tetrastigma and are only observed in
Tetrastigma sp. nov. Wen 12026 (Figures 3A) and T. formosanum
(Figure 4L) based on our current sampling. Endosperm shape in
cross section is highly variable for the examined seeds. In addition
to the common T-shaped (Figures 3A,B, 4L) and M-shaped
(Figures 3C,F, 4A-K) endosperm, T-shaped (Figures 3G-J) and
m-shaped (Figures 3D,E) were also observed. Moreover, rugal
constrictions with ventral infolds sometimes inserted deeply
into the endosperm, forming an irregular shaped endosperm
(Figures 3K,L).

Seed Character Evolution

Ancestral state reconstruction based on the Mkl model in
Mesquite is shown in Figures 5, 6. Among the three models
implemented in ape, SYM was recognized as the best model for

character 1 and the ER was best for characters 2, 4, and 6-8.
For characters 3 and 5, both ER and SYM were suggested as
best models, and ER was selected in this case to avoid over-
parameterization. Ancestral state reconstruction in ape with the
best models (ER or SYM) for eight characters is provided in
Supplementary Figures 2, 3.

Comparison of ancestral states and likelihood proportions for
key nodes of Tetrastigma based on the Mkl model and the best
models in R is provided in Supplementary Table 5 and congruent
results were retrieved for most of the nodes (Figures 5, 6 and
Supplementary Figures 2, 3).

Clades with more than one species exhibit homoplasy in most
of the seed characters. Elliptic seeds are consistently present in
clade III, whereas species of clades IV and VI have both obovoid-
elliptic and elliptic seeds. Obtriangular seeds have evolved twice
independently in clades II and V. Four species of clade V
have obovoid or obovoid-elliptic seeds as well (Figure 5A and
Supplementary Figure 2A). For seed surface rumination pattern,
“horizontal” was inferred to be the ancestral state in Tetrastigma
and irregular shaped surface ruminations are present only in
clade IV and this character state was derived only once in
Tetrastigma (Figure 5B and Supplementary Figure 2B). Most
of the observed species in Tetrastigma have elongated chalazas
(i.e., chalaza length/width ratio > 4). Species in clade IV have
oval or pyriform chalazas (chalaza length/width ratio < 4). The
oval chalaza has also evolved twice in clade VI (Figure 5C and
Supplementary Figure 2C). The chalaza extends from the apex
to the middle on the dorsal side of the seed surface in species of
clade I, and extends near to the base in clades I and III, as well as
in most species of clade VI. Species with a chalaza in the middle
of the seed surface are confined to clades IV and VI (Figure 5D
and Supplementary Figure 2D). The position of ventral infolds
was nearly consistent with their divergence. Two conspicuously
broad parallel ventral infolds are present on the entire seed
surface in Tetrastigma sp. nov. Wen 12026 (clade I). Clades II,
III, and most species of clade VI have ventral infolds diverged
from the middle or above (Figures 6A,B and Supplementary
Figures 3A,B). Although ventral infold depth in cross section
shows high variability among the species of clade IV, the species
of clades IT and V consistently have ventral infold depth restricted
to the middle of the seed length in cross section. Ventral infolds
are inserted to % of seed cross section length in clade IIT and most
species of clade VI (Figure 6C and Supplementary Figure 3C).
M-shaped endosperm is present in clade III and most species
of clade VI (except the T-shaped endosperm of T. formosanum,
Figure 4L). For clades I and II, all the observed species have T-
shaped endosperm. Species with m-shaped and irregular shaped
endosperm are nested in clades IV and V, respectively (Figure 6D
and Supplementary Figure 3D).

DISCUSSION
Phylogenetic Relationships

Chen et al. (2011a) recognized eight major clades within
Tetrastigma by sampling 53 species and using four chloroplast
DNA regions. Our study expanded the taxon sampling to 72
species, particularly including all five Australian species that have
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(L) 7. xishuangbannaense C.L. Li. Scale bars: (A,C-L) = 2 mm; (B) = 0.5 mm.

FIGURE 3 | Seed morphology of representative species from clade I-V of Tetrastigma (A: clade |, B: clade I, C: clade Ill, D-G: clade IV, and H-L: clade V).
Dorsal, ventral and cross-sectional views are presented from left to right. (A) Tetrastigma sp. nov. Wen 12026, (B) T. pedunculare Planch., (C) T. campylocarpum
Planch., (D) T. yunnannese Gagnep., (E) T. obtectum (Wall. ex M.A. Lawson) Planch. ex Franch., (F) T. triphyllum (Gagnep.) W. T. Wang, (G) T. serrulatum (Roxb.)
Planch., (H) T hypoglaucum Planch. ex Franch., (I) T delavayi Gagnep., (J) T. rumicispermum (M.A. Lawson) Planch., (K) T. thorsborneorum Jackes,

not been sampled by Chen et al. (2011a). Six strongly supported
clades (PP > 0.95 and BS > 85%) were recognized within
Tetrastigma on the basis of ten plastid DNA regions (Figure 2).
These clades roughly correspond to the phylogeny inferred by
Chen et al. (2011a) (Table 1). Clades II and IV of our study are

consistent with their clades G and C, respectively; however, clade
III combines taxa from clades D and E, and clade VI includes taxa
from clades A, B, and H of Chen et al. (2011a). The relationships
among the six major clades are strongly supported by our 10-cp
data set.
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(Hemsl.) Gagnep. Scale bars: (A-L) = 2 mm.

FIGURE 4 | Seed morphology of representative species from clade VI of Tetrastigma. Dorsal, ventral and cross-sectional views are presented from left to
right. (A) T. jinghongense C.L. Li, (B) T. cauliflorum Merr., (C) T. sichouense C.L. Li, (D) T. laoticum Gagnep., (E) T. henryi Gagnep., (F) T. pachyllylum (Hemsl.) Chun,
(G) 7. obovatum Gagnep., (H) T. retinervum Planch., (I) T. petraeum Jackes, (J) T. caudatum Merr. and Chun, (K) 7. hemsleyanum Diels and Gilg, (L) T. formosanum

The six major clades of our study do not completely
correspond to their distributions. Species in clades I and IV
are mainly from the Sino-Himalayan and Indochina region
(Figure 2). However, species of clades II, III, V, and VI
are distributed in all biogeographic regions of Tetrastigma
(Figure 2). In addition, we find that most subgenera and sections

in previous classifications of Tetrastigma are not monophyletic
on our phylogenetic tree (Figure 2, Table 1).

Clade I with two undescribed species from southeastern
China is sister to a clade containing all the other species of
Tetrastigma (Figure 2). These two species seem to be closely
related to Causonis by sharing circular ventral infolds (vs. linear
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are marked in (A).
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FIGURE 6 | Optimization of key seed characters (5-8) based on Mk1 model implemented in Mesquite. (A) ventral infold position (character 5), and (B)

ventral infold divergence (character 6) inferred on a 46-terminal ML tree. (C) Ventral infold depth in cross section (character 7), and (D) endosperm shape (character 8)

inferred on a 42-terminal ML tree. Seven key nodes are marked in (A).
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TABLE 1 | A comparison of previous classifications (Latiff, 1983; Li and Wu, 1995) and phylogeny (Chen et al., 2011a) of Tetrastigma with major clades

resolved by this study.

Subgenus Section Subsection Species Chen et al. (2011a) This study
Tetrastigma Tetrastigma Laevia T. tonkinense A Vi
Tetrastigma T. apiculatum, T. caudatum, T. cauliflorum, T. cruciatum, A
T. erubescens, T. funingense, T. godefroyanum, T. henryi,
T. hookeri, T. jinghongense, T. jinxiuense*, T. kwangsiense*,
T. coriaceum*, T. obovatum, T. pachyphyllum, T. planicaule,
T. pseudocruciatum*, T. retinervum, T. sichouense,
T. subtetragonum*
T. lawsonii B
T. xishuangbannaense* Not sampled Vv
T. campylocarpum, T. curtisii, T. dichotomum* E Ml
T. dubium*, T. lincangense®, T. lineare*, T. longipedunculatum®, Not sampled Not sampled
T. papillatum*, T. pubinerve*, T. scortechinii*, T. venulosum*,
T. xizangense*, T. yiwuense*
Carinata T. ceratoperalum, T. delavayi, T. jingdongensis*, T. lenticellatum, F \
T. macrocorymbum®*, T. pyriforme, T. rumicispermum, T. tsaianum*
T. papillosum, T. pedunculare G Il
Orbicularia T. formosanum®, T. hemsleyanum, T. lanyuense A \
T. hypoglaucum™ Not sampled V
T. serrulatum C \%
Palmicirrata T. obtectum, T. triphyllum, T. yunnanense C \%
Unassigned taxa T. beauvaisii, T. chapaense®, T. eberhardtii, T. garrettii, A \
T. gaudichaudianum, T. grandidense®, T. harmandii*,
T. heterophyllum, T. laoticum, T. nitens*, T. petracum®,
T. quadrangulum®, T. voinierianum
T. diepenhorstii H
T. glabratum B
T. annamense, T. laevigatum, T. loheri, T. pisicarpum, F \
T. thorsborneorum™
T. ellipticum, T. laxum D Ml
T. brunneum, T. crenatum* G Il

*Indicates species not sampled in Chen et al. (2011a).

ventral infolds in most species of Tetrastigma). However, their
distinct 4-lobed stigma and the molecular data (PP = 1.00; BS =
100%) confirm their position within Tetrastigma (Wen et al., in
preparation).

Three species from Southeast Asia (T. brunneum Merr., T.
papillosum, and T. pedunculare) and T. crenatum Jackes from
Australia form the strongly supported clade II (PP = 1.00; BS =
100%; Figure 2). Tetrastigma papillosum and T. pedunculare were
included in section Carinata by Latiff (1983), but the two species
can be distinguished from other species of section Carinata by
their relatively smaller seeds (< 0.5-0.8 cm), ridged seed surface,
and long and conspicuous beak based on the key provided by
Latiff (1983).

Clade IIT has species mainly distributed in the Malesian
region, but also includes T. campylocarpum Planch. from the
Sino-Himalayan and Indochina region, and an undescribed
species (Tetrastigma sp. nov. Au027) from Australia (PP
= 1.00; BS = 100%; Figure 2). Tetrastigma campylocarpum,
T. dichotomum Planch., and T. curtisii belong to section
Tetrastigma, whereas the taxonomic position of T. ellipticum, and
T. laxum Merr. has not been checked before (Table 1).

Species of clade IV are widely distributed in the Sino-
Himalayan and Indochina region (PP = 1.00; BS = 100%;
Figure 2). Clade IV includes T. serrulatum (Roxb.) Planch. of
section Orbicularia and all three species of subgenus Palmicirrata
that are distinct in having digitately branched tendrils (Table 1).
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Clearly, subgenus Tetrastigma circumscribed by Li and Wu
(1995) is not monophyletic, as subgenus Palmicirrata is nested
within the former (Figure 2). The two subgenera of Tetrastigma
based on the branching pattern of tendrils are thus not
appropriate although the digitately branched tendrils have
evolved only once in Tetrastigma (Chen et al., 2011a).

Species of clade V (PP = 1.00; BS = 100%; Figure 2) roughly
correspond to section Carinata (Table 1). Characteristics of
section Carinata, such as obtriangular seeds, tuberculate seed
ornamentation, chalazal extensions from the apex to the middle
of the dorsal surface, and T-shaped endosperm are inconsistent
in the context of our phylogenetic analyses. Species of clade
V also have obovoid (Figures 3K,L) and obovoid-elliptic seeds
with smooth surfaces and a fully extended chalaza (Figure 3H).
Clade V contains representatives from geographically diverse
regions of Tetrastigma including the Australian species T.
thorsborneorum Jackes. This clade also includes species from
different sections defined by Li and Wu (1995): T. hypoglaucum
of section Orbicularia and T. xishuangbannaense C.L. Li of
section Tetrastigma.

More than 50% of the sampled species (41 spp.) were included
in a morphologically diverse clade VI with high support (PP =
1.00; BS = 99%; Figure 2). Most species in this clade belong
to section Tetrastigma (Table 1). Although this clade is highly
diverse in its vegetative morphology as well as fruit and seed
characters, taxa of clade VI share ventral infolds diverging
from the middle or above the seed surface (rarely parallel,
Figure 4J). These species are widely distributed in all geographic
regions of Tetrastigma (Figure2). The Australian species T.
nitens (F. Muell.) Planch. and T. petraeum Jackes formed the first
diverged lineage of clade VI. The two species are morphologically
similar with T. petraeum having larger, broader leaves, and
less pulpy berries (Jackes, 1989). Furthermore, three species of
section Orbicularia (i.e., T. hemsleyanum, T. formosanum and T.
lanyuense C.E. Chang) were resolved to be members of clade V1.

Evolution of Seed Morphology
The and phylogenetic significance of seed
morphology in several vitaceous genera has been examined
in previous studies (Chen and Manchester, 2007, 2011; Popova
and Yakovleva, 2009; Latiff, 2012; Lu et al., 2013). Chen (2009)
provided a brief overview of Tetrastigma seed morphology
(Supplementary Figures 1B-K). We herein systematically
investigate seed morphology of Tetrastigma for infrageneric
classification with ca. 60% of the species sampled. Furthermore,
we traced the evolution of eight key characters within a
well-resolved phylogenetic framework (Figures5, 6 and
Supplementary Figures 2, 3). Despite the high incidence of
homoplasy observed within the main phylogenetic groups,
these characters are useful to provide morphological support
for the major clades of Tetrastigma. Here we test the taxonomic
importance of these characters in the context of a robust
Tetrastigma phylogeny (Figures 5, 6 and Supplementary Figures
2,3).

Species with obtriangular seeds were associated with section
Carinata, while section Tetrastigma contains elliptic, obovoid-
elliptic or obovoid seeds (Latiff, 1983; Li and Wu, 1995; Table 1).

taxonomic

However, character optimization suggests that “seed shape” is not
an appropriate character for infrageneric classification as states
of this character have evolved multiple times within Tetrastigma
(Figure 5A and Supplementary Figure 2A).

Ornamentation of the seed surface was a taxonomically
important character to identify infrageneric groups of
Tetrastigma (Latiff, 1983; Li and Wu, 1995). However, it
is difficult to delimit character states of ornamentation of
seed surface (pers. observation, SH). For example, rugulose
to corrugated or tuberculate to ridged seed surfaces are
sometimes observed in the same species. We thus optimized
“rumination pattern” instead of “ornamentation” of seed surface
(Figure 5B and Supplementary Figure 2B). Rumination pattern
is evolutionarily important for the taxonomy of Tetrastigma:
“irregular” ruminations only occurred in clade IV and having
“horizontal” ruminations is a shared ancestral state for all other
major clades.

Chen and Manchester (2007, 2011) emphasized the
importance of the length and shape of chalaza and ventral
infolds for distinguishing vitaceous seeds at the generic level.
According to Chen and Manchester (2007), morphologically
diverse Tetrastigma seeds could be distinguished by a dorsal
oval to elongated chalaza that is not sunken deep into the
seed surface and a pair of long ventral infolds. The ventral
infolds either diverge away from each other giving a V- or
Y-shaped appearance or remain parallel. In our character
optimization, patterns of variation for the chalaza length/width
ratio remain consistent among the major clades except for taxa
in the highly diverse clade VI (Figure 5C and Supplementary
Figure 2C). Although the chalaza position shows a complex
evolutionary pattern in clades V and VI, it is correlated with
chalaza shape to distinguish other clades. For example, clades
IT and III have an elongated chalaza, but the position of the
chalaza is variable among these clades. Chalazas usually extend
from the apex to the middle (of seed length) for clade II and
from the apex to the base for taxa in clade III. In addition,
an oval to pyriform chalaza usually resides in the middle
of the dorsal surface except in T. serrulatum (Figure 3G),
which has a pyriform chalaza covering the upper half of the
seed dorsal surface (Figure5D and Supplementary Figure
2D).

The position and divergence of ventral infolds (Figures 6A,B
and Supplementary Figures 3A,B) are partially correlated with
each other. Ventral infolds diverge at variable positions on the
seed surface and remain parallel in a few taxa. Ventral infolds
diverge from the base in clades IV and V, never reaching the
apical margin and always occupy Y2-% of seed length. Ventral
infolds that diverge from the middle or above and covering the
entire seed length are found in most of the observed species of
clades III and VI with a few exceptions (see Figures 3B, 4L).
For Malesian species, parallel ventral infolds were associated
with section Tetrastigma by Latiff (1983). Of the 44 Tetrastigma
species we observed, only T. caudatum and Tetrastigma sp. nov.
Wen 12026 have parallel ventral infolds extending from the
base to the apex of seed. Divergence of ventral infolds is also
a useful character: Tetrastigma papillosum and T. pedunculare
from clade II have ventral infolds diverged from the middle
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or above of seed, which is distinct from other species of
section Carinata that have ventral infolds diverged from the
base.

Endosperm shape has been used as an important character
for the section-level classification of Tetrastigma by Latiff (1983).
However, the evolutionary history of this character is very
complex on our phylogenetic tree. T-shaped endosperm has
evolved three times within Tetrastigma (clades I, II, and T.
formosanum of VI). Most species of clades III and VI have
M-shaped endosperm. However, other character states show

intricate evolutionary patterns in clades IV and V (Figure 6D and
Supplementary Figure 3D).

Most of the seed characters optimized in our study were widely
used in traditional classification systems of Tetrastigma. We
noticed that the taxonomic groups classified by these characters
are not natural because they do not reflect phylogenetic
relationships among species (Figure 2, Table 1). However, it is
possible to circumscribe most clades with a combination of seed
morphological characters. We herein provide the diagnostic seed
morphological characters for six major clades of Tetrastigma
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FIGURE 7 | Simplified ML cladogram showing major evolutionary lineages within Tetrastigma, with seed morphology indicated for representative
taxa. Outgroup, Causonis japonica (Thunb.) Raf.; clade |, Tetrastigma sp. nov. Wen 12026; clade I, T. pedunculare Planch.; clade Ill, T. campylocarpum Planch.;
clade IV, T. obtectum (Wall. ex M.A. Lawson) Planch. ex Franch.; clade V, T. rumicispermum (M.A. Lawson) Planch.; clade VI, T. cruciatum W. G. Craib and Gagnep.
SL, seed length; SCL, seed cross length; Vi, ventral infold; Vis, ventral infolds. Significant morphological characters are indicated on the branches using vertical bars
and character number and state were shown above and below the bar, respectively. Number of taxa with seed morphology observed in each clade is indicated below
the clade name. Dorsal, ventral and cross-sectional views are shown from left to right. Seed illustrations were drawn by Ai-Li Li.
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(Figure 7) based on 10-cp data set. Clade I is characterized
by obovoid-elliptic seeds with an elongated dorsal chalaza
present on the entire seed length and broad parallel ventral
infolds present on the entire seed surface but inconspicuously
inserted into the T-shaped endosperm. Clade II is supported by
obtriangular seeds having an elongated chalaza extending from
the apex to the middle of the dorsal surface and ventral infolds
diverged above the middle but not covering the entire length
of seed. Furthermore, species in clade II have ventral infolds
moderately inserted (Y2 of seed cross section length) into the T-
shaped endosperm. Clade III can be recognized by elliptic seeds
with an elongated dorsal chalaza and ventral infolds diverged
from the middle or above, both covering the entire seed surface,
ventral infolds inserted deeply (% of seed cross section length)
into the M-shaped endosperm. Species of clade IV have seeds
with irregular shaped ruminations on the seed surface and an
oval to pyriform chalaza. Taxa of clade V appear to have an
elongated chalaza and ventral infolds diverged from the base
covering Y2-% of total ventral seed surface and are moderately
inserted into the endosperm (% of seed cross section length).
Species of clade VI share ventral infolds diverged from the middle
or above rarely parallel covering the entire ventral seed surface
(except T. formosanum).

CONCLUSIONS

Based on extensive taxon sampling (72/95 taxa) and a large
molecular data set (ten plastid DNA regions totaling 8508
bps), we retrieved a well-resolved phylogeny of Tetrastigma,
the host plant genus of Rafflesiaceae. Within this framework,
we evaluated the traditional classification. Furthermore, we
documented seed morphology of 44 species and reconstructed
the ancestral states for eight taxonomically important seed
characters with different evolutionary models. Detailed seed
morphology and diagnostic characters for six major clades lay
the foundation for an infrageneric classification of Tetrastigma
and will facilitate the recognition of Tetrastigma seed fossils.
More molecular data, in particular from the nuclear genome
(Zimmer and Wen, 2012, 2015), will be evaluated to test the
congruence between the plastid and nuclear phylogenies and
further explore the charismatic parasite-host plant association
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