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A Correction on
Complete genome analysis reveals evolutionary history and temporal
dynamics of Marek's disease virus

by Li, K., Yu, Z., Lan, X., Wang, Y., Qi, X., Cui, H., Gao, L., Wang, X., Zhang, Y., Gao, Y., and Liu, C.
(2022). Front. Microbiol. 13:1046832. doi: 10.3389/fmicb.2022.1046832

An incorrect number was provided for National Natural Science Foundation of China
(21A20260). The correct number is (U21A20260).
The original version of this article has been updated.
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