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A Correction on

Chemoautotrophic Thermodesulfobacteriota as a key genomic

potential group in the hypoxic diazotrophic community of the

Changjiang (Yangtze River) estuary

by Zhang, M., Zhu, Y., Sun, Z., Wang, B., Chen, J., Zhou, F., Zeng, J., Li, M., Zou, D., and Jiang,

Z. (2025). Front. Microbiol. 16:1671267. doi: 10.3389/fmicb.2025.1671267

Zhibing Jiang was erroneously assigned to affiliation five, “Archaeal Biology Centre,

Synthetic Biology Research Center, Shenzhen Key Laboratory of Marine Microbiome

Engineering, Key Laboratory of Marine Microbiome Engineering of Guangdong

Higher Education Institutes, Institute for Advanced Study, Shenzhen University,

Shenzhen, China”.

Zhibing Jiang’s Affiliation “Key Laboratory of Ocean Space Resource Management

Technology, Ministry of Natural Resource, Marine Academy of Zhejiang Province,

Hangzhou, China” was omitted.

The original version of this article has been updated.
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