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A Correction on

High-resolution single-cell RNA sequencing using canFam4 reveals
novel immune subsets and checkpoint programs in healthy dogs

By KimM-C, Gu T, Seo H, Moon Y, Borcherding N, Kolb R, Kim Y, Yun Y, SongW-J, Lee C-Y, Kim
HJ and Zhang W (2025) Front. Immunol. 16:1680437. doi: 10.3389/fimmu.2025.1680437
Affiliation “Department of Biomedical Sciences, Seoul National University Graduate

School, Seoul, Republic of Korea” and “Cancer Research Institute, Seoul National

University College of Medicine, Seoul, Republic of Korea” were omitted for author

“Hyun Je Kim”. These affiliations have now been added for author “Hyun Je Kim”.
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Kim et al. 10.3389/fimmu.2025.1773404
There was a mistake in the Funding statement. An incorrect

number was provided for “Basic Science Research Program through

the National Research Foundation of Korea (NRF) funded by the

Ministry of Education” supporting MK. The correct number is “RS-

2023-00241779”. An incorrect number was provided for “Bio &

Medical Technology Development Program of the NRF funded by

the Korean government” supporting HK. The correct number is

“RS-2022-NR067309”.

The original version of this article has been updated.
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