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A Correction on

Portfolio analysis of single-cell RNA-sequencing and transcriptomic
data unravels immune cells and telomere-related biomarkers in sepsis

By Chen D, Huang X, Wang C, Zheng C and Liu Y (2025). Front. Immunol. 16:1638156.
doi: 10.3389/fimmu.2025.1638156
Affiliation 3 “Shantou University Medical College, Shantou, China” was erroneously

given as “Huazhong University of Science and Technology, Wuhan, China”.

The original version of this article has been updated.
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