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A Correction on 
Identification of shared diagnostic genes between osteoporosis and Crohn’s disease through integrated transcriptomic analysis and machine learning
 by Yi G, Zhou P, Yang Q, Zhao M, Yang Q, Li S and Dang C (2025). Front. Genet. 16:1609915. doi: 10.3389/fgene.2025.1609915


The title of this article was corrected from “Title identification of shared diagnostic genes between osteoporosis and Crohn’s disease through integrated transcriptomic analysis and machine learning” to “Identification of shared diagnostic genes between osteoporosis and Crohn’s disease through integrated transcriptomic analysis and machine learning”.
The original article has been updated.
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