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A Correction on
Genome-wide association study of drought tolerance traits in sugar beet
germplasms at the seedling stage

by Li W, Lin M, Li J, Liu D, Tan W, Yin X, Zhai Y, Zhou Y and Xing W (2023). Front. Genet. 14:
1198600. doi: 10.3389/fgene.2023.1198600

The Data Availability statement was erroneously given as “The datasets presented in
this study can be found in online repositories. The sequencing data has been uploaded. The
link is “https://www.ncbi.nlm.nih.gov/sra/PRINA935487”. The
PRJNA935487.”

The correct Data Availability statement is “The datasets presented in this study can be

accession no. is

found in online repositories. The sequencing data has been uploaded. The link is https://
www.ncbi.nlm.nih.gov/bioproject/PRJNA948801. The accession no. is PRINA948801.”
The original article has been updated.
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